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Pseudomonas sp. A41, isolated from Gulf of Thailand is capable of producing
rhamnolipid. Morphological and biochemical characteristics together with 16S rDNA nucleotide
sequence enable to ctlassify strain A41 as Pseudomonas aeruginosa. Genes involving
rhamnolipid biosynthesis were isolated from Pseudomonas aeruginosa A41 by southern
hybridization of genomic DNA with rh/R- or rhlA-probe. Positive DNA fragments were cloned into
plasmid vectors and nucleotide sequences of insert DNA were determined.
From total nucleotide sequence of 4,965 bp, four complete and one incomplete open reading
frames (ORFs) were revealed. All ORFs are in the same orientation as following; ORF1 is an
incomplete ORF with 100% homology to deoxycytidine triphosphate deaminase of
Pseudomonas aeruginosa PAO1; ORF2 (rhlA) shows 100% homology to rhamnosyltransferase 1
chain A of Pseudomonas aeruginosa PG201; ORF3 (rh/iB) shows 100% homology to
rhamnosylitransferase 1 chain B of Pseudomonas aeruginosa PAO1; ORF4 (rhiR) shows 100%
homology to transcriptional regulator RhIR of Pseudomonas aeruginosa PAO1 and PG201 and
ORF5 (rhlly shows 94% homology to autoinducer synthetase protein Rhll of Pseudomonas
aeruginosa PG201. Moreover, the putative promoters, Shine-Dalgarno (SD) sequences and

conserve regions of /as box were found upstream of ORF2 ORF4 and ORF5.





