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Platelets play a pivotal role in the primary hemostasis as well as the pathogenésis of
atherosclerosis and acute coronary syndrome. Platelet membrane glycoproteins serve the key
function in platelet ‘activation process, therefore, genetic polymorphism of the glycoproteins may
predispose to increased risk for cardiovascular diseases. Recent evidences indicate that
glycoprotein IIla (GPIIla) Leu33Pro, Ia C807T/G873A, IbOl Thrl45Met and IbOL-VNTR
polymorphisms, which vary among different ethnic groups, are associated with coronary artery
disease (CAD). Since dyslipidemia is one of the most common risk factors for CAD and its
relation to the polymorphisms of platelet membrane glycoproteins has not been established,
accordingly, this study aims to investigate the association of these four polymorphisms with
dyslipidemia. Two hundred and forty six subjects underwent health »check up at the Medical
Technology and Physical Therapy Health Service, were recruited in this study. Of those, 121 and
125 subjects were classified as normolipidemia and dyslipidemia, respectively according to the
levels of plasma lipid parameters. The GPIlla Leu33Pro, IbQl Thr145Met, Ia C807T/G873A, and
IbOL-VNTR polymorphisms were determined in genomic DNA using polymerase chain reaction-
restriction fragment length polymorphism (PCR-RFLP), allele-specific PCR techniques and PCR,
respectively. The results revealed that the genotype frequencies of Leu/Leu and Leu/Pro in
normolipidemia and dyslipidemia were 95.9 vs. 98.4% and 4.1 vs. 1.6%, respectively, while the
frequencies of 807CC/873GG, 807CT/873GA and 807TT/873AA were 51.2 vs. 53.6, 39.7 vs.
42.4 and 9.1 vs. 5.0%, accordingly. In addition the genotype distributions of GPIbQ{ Thr/Thr and
Thr/Met were 92.6 vs. 91.2% and 7.4 vs. 8.8%, respectively, whilst the frequencies of GPIbOL
VNTR-C/C, C/D, A/C, A/D, B/C, B/D, C/D were 48.8 vs. 39.2, 9.1 vs. 6.4, 0.8 vs. 2.4, 0.8 vs. 0,
0.4.1 vs. 5.6, 1.7 vs. 0 and 34.7 vs. 46.4%, accordingly. No significant differences of the genotype
~ distributions of all polymorphisms between normolipidemia and dyslipdemia were found. An
increase in TC/HDL-C and LDL-C/HDL-C was demonstrated in the individuals posses GPIIla
Leu/Pro and GPIbOL-VNTR-C/D. In contrast, the ratio of TC/HDL-C and LDL-C/HDL-C was
significantly decreased in the subjects posses GPIbOL Thr/Met. Logistic regression analysis
revealed that GPIbOL-VNTR-C/D was associated with dyslipidemia with odds ratio (95%
confidence interval) of 1.7 (1.0, 2.9). The results suggested that the GPIbO{-VNTR-C/D could

play a role in increasing risk of dyslipidemia.





