
56 
 

บรรณานุกรม 
 
ประพันธ์ โนระดี. 2556. การค๎าสินค๎าประมงในรอบ 10 ปี (2545-2555). จุลสารการค๎าสินค๎าประมง. 8: 

1-14.  
Achari, G.A. and R. Ramesh. 2014. Diversity, biocontrol, and plant growth promoting 

abilities of xylem residing bacteria from solanaceous crops. Int. J. Microbiol. Article 
ID 296521. 

Addison, S.L., R. McDonald and G. Lloyd-Jones. 2010. Identifying diazotrophs by 
incorporation of nitrogen from 15N2 into RNA. Appl. Microbiol. Biotechnol. 87: 2313-
2322.  

Agladze, K., X. Wang and T. Romeo. 2005. Spatial periodicity of Escherichia coli K-12 
biofilm microstructure initiates during a reversible, polar attachment phase of 
development and requires the polysaccharide adhesin PGA. J. Bacteriol. 187: 8237-
8246. 

Agron, P.G., R.L. Walker, H. Kinde, S.J. Sawyer, D.C. Hayes, J. Wollard and G.L. Andersen 
2001. Identification by subtractive hybridization of sequences specific for 
Salmonella enterica serovar Enteritidis. Appl. Environ. Microbiol. 67: 4984-4991. 

Aher, T., A. Roy and P. Kumar. 2012. Molecular detection of virulence genes associated 
with pathogenicity of Klebsiella spp. isolated from the respiratory tract of 
apparently healthy as well as sick goats. Isr. J. Vet. Med. 67: 249-252. 

Ahmed, W., J. Tucker, K.A. Bettelheim, R. Neller and M. Katouli. 2007. Detection of 
virulence genes in Escherichia coli of an existing metabolic fingerprint database to 
predict the sources of pathogenic E. coli in surface waters. Water Res. 41: 3785-
3791. 

Akbari, M., B. Bakhshi, S.N. Peerayeh and M. Behmanesh. 2015. Detection of curli 
biogenesis genes among Enterobacter cloacae isolated from blood cultures. Int. J. 
Enteric Pathog. 3: e28413. 

Alfaro, B. and I. Hernandez. 2013. Evolution of the indigenous microbiota in modified 
atmosphere packaged Atlantic horse mackerel (Trachurus trachurus) identified by 
conventional and molecular methods. Int. J. Food Microbiol. 167: 117-123.  

Al-Kharousi, Z.S., N. Guizani, A.M. Al-Sadi, I.M. Al-Bulushi and B. Shaharoona. 2016. Hiding 
in fresh fruits and vegetables: opportunistic pathogens may cross geographical 
barriers. Int. J. Microbiol. Article ID 429417. 

Anand, S.K. and M.W. Griffiths. 2011. Enterobacteriaceae. In J.W. Fuquay, P.F. Fox and 
P.L.H. McSweeney (eds.). Encyclopedia of Dairy Sciences. 2nd ed. Academic 
Press, San Diego, CA., pp. 67-71. 



57 
 
Anand, T.P., A.W. Bhat, Y.S. Shouche, U. Roy, J. Siddharth and S.P. Sarma. 2006. 

Antimicrobial activity of marine bacteria associated with sponges from the waters 
off the coast of South East India. Microbiol. Res. 161: 252-262. 

Andrade, L.N., L. Vitali, G.G. Gaspar, F. Bellissimo-Rodrigues, R. Martinez and A.L. Darini. 
2014. Expansion and evolution of a virulent, extensively drug-resistant (polymyxin B-
resistant), QnrS1-, CTX-M-2-, and KPC-2-producing Klebsiella pneumoniae ST11 
international high-risk clone. J. Clin. Microbiol. 52: 2530-2535. 

Angar, Y., S. Kebbouche-Gana, N.E. Djelali and S. Khemili-Talbi. 2016. Novel approach for 
the ammonium removal by simultaneous heterotrophic nitrification and 
denitrification using a novel bacterial species co-culture. World J. Microbiol. 
Biotechnol. 32: 36. 

Bajaj, V., R.L. Lucas, C. Hwang and C.A. Lee. 1996. Co-ordinate regulation of Salmonella 
typhimurium invasion genes by environmental and regulatory factors is mediated by 
control of hilA expression. Mol. Microbiol. 22: 703-714. 

Balestrino, D., J.A. J. Haagensen, C. Rich and C. Forestier. 2005. Characterization of type 2 
quorum sensing in  Klebsiella pneumoniae and relationship with biofilm 
formation. J. Bacteriol. 187: 2870-2880. 

Beaz-Hidalgo, R., F. Latif-Eugenin, M.J. Hossain, K. Berg, R.M. Niemi, J. Rapala, C. Lyra, M.R. 
Liles and M.J. Figueras. Aeromonas aquatica sp. nov., Aeromonas finlandiensis sp. 
nov. and Aeromonas lacus sp. nov. isolated from Finnish waters associated with 
cyanobacterial blooms. Syst. Appl. Microbiol. 38: 161-168. 

Behlau, I. and S.I. Miller. 1993. A PhoP-repressed gene promotes Salmonella typhimurium 
invasion of epithelial cells. J. Bacteriol. 175: 4475-4484. 

Benskin, C.M., G. Rhodes, R.W. Pickup, K. Wilson and I.R. Hartley. 2010. Diversity and 
temporal stability of bacterial communities in a model passerine bird, the zebra 
finch. Mol. Ecol. 19: 5531-5544.  

Beuzon, C.R., G. Banks, J. Deiwick, M. Hensel and D.W. Holden. 1999. pH-dependent 
secretion of SseB, a product of the SPI-2 type III secretion system of Salmonella 
typhimurium. Mol. Microbiol. 33: 806-816. 

Bhiwankar, S., A.V. Gomashe and V. Charde. 2015. Study on Acacia polyacantha for 
controlling the multi-drug resistance in Enterobacteriaceae. J. Pharm. Res. 9: 606-
611.  

Bhowmick, P.P., D. Devegowda, H.A.D. Ruwandeepika, I. Karunasagar and I. Karunasagar. 
2011. Presence of Salmonella pathogenicity island 2 genes in seafood-associated 
Salmonella serovars and the role of the sseC gene in survival of Salmonella 
enterica serovar Weltevreden in epithelial cells. Microbiol. 157: 160-168. 



58 
 
Boddicker, J.D., B.M. Knosp and B.D. Jones. 2003. Transcription of the Salmonella invasion 

gene activator, hilA, requires HilD activation in the absence of negative regulators. J. 
Bacteriol. 185: 525-533. 

Boquet, P. 2001. The cytotoxic necrotizing factor 1 (CNF1) from Escherichia coli. Toxicon. 
39: 1673-1680. 

Brenner, F.W., R.G. Villar, F.J. Angulo, R. Tauxe and B. Swaminathan. 2000. Salmonella 
nomenclature. J. Clin. Microbiol. 38: 2465-2467. 

Buchrieser, C., P. Glaser, C. Rusniok, H. Nedjari, H. D’Hauteville, F. Kunst, P. Sansonetti and 
C. Parsot. 2000. The virulence plasmid pWR100 and the repertoire of proteins 
secreted by the type III secretion apparatus of Shigella flexneri. Mol. Microbiol. 38: 
760-771. 

Calva, E., C. Silva, M.B. Zaidi, A. Sanchez-Flores, K. Estrada, G.G. Silva, L.M. Soto-Jimenez, 
M. Wiesner, M. Fernandez-Mora, R.A. Edwards and P. Vinuesa. 2015. Complete 
genome sequencing of a multidrug-resistant and human-Invasive Salmonella 
enterica serovar Typhimurium strain of the emerging sequence type 213 genotype. 
Genome Announc. 3: e00663-15.  

Campos, M.J., G. Palomo, L. Hormeno, A.P. Rodrigues, R. Sanchez-Benito, S. Piriz and A. 
Quesada. 2015. Detection of QnrB54 and its novel genetic context in Citrobacter 
freundii isolated from a clinical case. Antimicrob. Agents Chemother. 59: 1375-1376.  

Carriero, M.M., A.A.M. Maia, R.L.M. Sousa and F. Henrique-Silva. 2016. Characterization of a 
new strain of Aeromonas dhakensis isolated from diseased pacu fish (Piaractus 
mesopotamicus) in Brazil. J. Fish Dis. 39: 1285-1295. 

Chakraborty, S., A.K. Mukhopadhyay, R.K. Bhadra, A.N. Ghosh, R. Mitra, T. Shimada, S. 
Yamasaki, S.M. Faruque, Y. Takeda, R.R. Colwell and G.B. Nair. 2000. Virulence genes 
in environmental strains of Vibrio cholerae. Appl. Environ. Microbiol. 66: 4022-4028. 

Chakravortty, D., I. Hansen-Wester and M. Hensel. 2002. Salmonella pathogenicity island 2 
mediates protection of intracellular Salmonella from reactive nitrogen 
intermediates. J. Exp. Med. 195: 1155-1166. 

Chandel, K., M.J. Mendki, R.Y. Parikh, G. Kulkarni, S.N. Tikar, D. Sukumaran, S. Prakash, B.D. 
Parashar, Y.S. Shouche and V. Veer. 2013. Midgut microbial community of culex 
quinquefasciatus mosquito populations from India. PLoS ONE 8: e80453. 

Chandler, J.A., J.M. Lang, S. Bhatnagar, J.A. Eisen and A. Kopp. 2011. Bacterial communities 
of diverse Drosophila species: ecological context of a host-microbe model system. 
PLoS Genet. 7: e1002272. 

Chen, L.C., M. Rahman and A.M. Sarder. 1980. Epidemiology and causes of death among 
children in a rural area of Bangladesh. Int. J. Epidemiol. 9: 25-33. 

 



59 
 
Cirillo, D.M., R.H. Valdivia, D.M. Monack and S. Falkow. 1998. Macrophage-dependent 

induction of the Salmonella pathogenicity island 2 type III secretion system and its 
role in intracellular survival. Mol. Microbiol. 30: 175-188. 

Coburn, B., Y. Li, D. Owen, B.A. Vallance and B.B. Finlay. 2005. Salmonella enterica 
serovar Typhimurium pathogenicity island 2 is necessary for complete virulence in a 
mouse model of infectious enterocolitis. Infect. Immun. 73: 3219-3227. 

Costa, R.A. 2013. Escherichia coli in seafood: a brief overview. Adv. Biosci. Biotechnol. 4: 
450-454. 

Coton, M., C. Delbes-Paus, F. Irlinger, N. Desmasures, A. Le Fleche, V. Stahl, M.C. Montel 
and E. Coton. 2012. Diversity and assessment of potential risk factors of Gram-
negative isolates associated with French cheeses. Food Microbiol. 29: 88-98.  

Dabade, D.S., H.M. den Besten, P. Azokpota, M.J. Nout, D.J. Hounhouigan and M.H. 
Zwietering. 2015. Spoilage evaluation, shelf-life prediction, and potential spoilage 
organisms of tropical brackish water shrimp (Penaeus notialis) at different storage 
temperatures. Food Microbiol. 48: 8-16. 

Dantur, K.I., R. Enrique, B. Welin and A.P. Castagnaro. 2015. Isolation of cellulolytic 
bacteria from the intestine of Diatraea saccharalis larvae and evaluation of their 
capacity to degrade sugarcane biomass. AMB Express. 5: 15. 

Deiwick, J., T. Nikolaus, S. Erdogan and M. Hensel. 1999. Environmental regulation of 
Salmonella pathogenicity island 2 gene expression. Mol. Microbiol. 31: 1759-1773. 

Di Martino, P., N. Cafferini, B. Joly, A. Darfeuille-Michaud. 2003. Klebsiella pneumoniae 
type 3 pili facilitate adherence and biofilm formation on abiotic surfaces. Res. 
Microbiol. 154: 9-16.  

Drahovska, H., J. Turna, L. Poknova, T. Kuchta, I. Szitasova, A. Skarkova and M. Sasik. 2001. 
Detection of Salmonella by polymerase chain reaction targeted to fimC gene. 
Biologia, Bratisl. 56: 611-616. 

Elliott, A.G., D. Ganesamoorthy, L. Coin, M.A. Cooper and M.D. Cao. 2016. Complete 
genome sequence of Klebsiella quasipneumoniae subsp. similipneumoniae strain 
ATCC 700603. Genome Announc. 4: e00438-16. 

Emborg, J., P. Dalgaard and P. Ahrens. 2006. Morganella psychrotolerans sp. nov., a 
histamine-producing bacterium isolated from various seafoods. Int. J. Syst. Evol. 
Microbiol. 56: 2473-2479.  

Eminoglu, A., D. Vullo, A. Asik, D.N. Colak, C.T. Supuran, S. Canakci and A.O. Belduz. 2016. 
Cloning, expression and biochemical characterization of a beta-carbonic anhydrase 
from the soil bacterium Enterobacter sp. B13. J. Enzyme Inhib. Med. Chem. 31: 
1111-1118. 

 
 



60 
 
Faruque, S.M., R. Khan, M. Kamruzzaman, S. Yamasaki, Q.S. Ahmad, T. Azim, G.B. Nair, Y. 

Takeda and D.A. Sack. 2002. Isolation of Shigella dysenteriae type 1 and S. flexneri 
strains from surface waters in Bangladesh: comparative molecular analysis of 
environmental Shigella isolates versus clinical strains. Appl. Environ. Microbiol. 68: 
3908-3913. 

Fouts, D.E., H.L. Tyler, R.T. DeBoy, S. Daugherty, Q. Ren, J.H. Badger, A.S. Durkin, H. Huot, S.  
Shrivastava, S. Kothari, R.J. Dodson, Y. Mohamoud, H. Khouri, L.F. Roesch, K.A. 
Krogfelt, C. Struve, E.W. Triplett and B.A. Methe. 2008. Complete genome sequence 
of the N2-fixing broad host range endophyte Klebsiella pneumoniae 342 and 
virulence predictions verified in mice. PLoS Genet. 4: e1000141.  

Franca, L., C. Simoes, M. Taborda, C. Diogo and M.S. da Costa. 2015. Microbial 
contaminants of cord blood units identified by 16S rRNA sequencing and by API test 
system, and antibiotic sensitivity profiling. PLoS ONE 10: e0141152.  

Galan, J.E. and A. Collmer. 1999. Type III secretion machines: bacterial devices for protein 
delivery into host cells. Science 284: 1322-1328. 

Gantois, I., R. Ducatelle, F. Pasmans, F. Haesebrouck, I. Hautefort, A. Thompson, J.C. 
Hinton and F. van Immerseel. 2006. Butyrate specifically down-regulates 
Salmonella pathogenicity island 1 gene expression. Appl. Environ. Microbiol. 72: 
946-949. 

Garcia, K., R. Torres, P. Uribe, C. Hernandez, M.L. Rioseco, J. Romero and R.T. Espejo. 2009. 
Dynamics of clinical and environmental Vibrio parahaemolyticus strains during 
seafood-related summer diarrhea outbreaks in southern Chile. Appl. Environ. 
Microbiol. 75: 7482-7487. 

Ge, S., V. Danino, Q. He, J.C.D. Hinton and K. Granfors. 2010. Microarray analysis of 
response of Salmonella during infection of HLA-B27- transfected human 
macrophage-like U937 cells. BMC Genomics 11: 456. 

Gerlach, R.G., D. Jackel, N. Geymeier and M. Hensel. 2007. Salmonella pathogenicity 
island 4-mediated adhesion is coregulated with invasion genes in Salmonella 
enterica. Infect. Immun. 75: 4697-4709. 

Gerstel, U. and U. Romling. 2001. Oxygen tension and nutrient starvation are major signals 
that regulate  agfD  promoter activity and expression of the multicellular 
morphotype in Salmonella typhimurium. Environ. Microbiol. 3: 638-648. 

Gilson, E., J.M. Clement, D. Brutlag and M. Hofnung. 1984. A family of dispersed repetitive 
extragenic palindromic DNA sequences in E. coli. EMBO J. 3: 1417-1421. 

Greig, J.D. and A. Ravel. 2009. Analysis of foodborne outbreak data reported 
internationally for source attribution. Int. J. Food Microbiol. 130: 77-87. 



61 
 
Griffin, P.M. and R.V. Tauxe. 1991. The epidemiology of infections caused by Escherichia 

coli O157:H7, other enterohemorrhagic E. coli, and the associated hemolytic uremic 
syndrome. Epidemiol. Rev. 13: 60-98. 

Guentzel, M.N. 1996. Escherichia, Klebsiella, Enterobacter, Serratia, Citrobacter, and 
Proteus. In S. Baron (ed.). Medical Microbiology. 4th ed. University of Texas Medical 
Branch at Galveston, Galveston, TX.  

Gupta, A.K., D. Nayduch, P. Verma, B. Shah, H.V. Ghate, M.S. Patole and Y.S. Shouche. 
2012. Phylogenetic characterization of bacteria in the gut of house flies (Musca 
domestica L.). FEMS Microbiol. Ecol. 79: 581-593. 

Gutierrez West, C.K., S.L. Klein and C.R. Lovell. 2013. High frequency of virulence factor 
genes tdh, trh, and tlh in Vibrio parahaemolyticus strains isolated from a pristine 
estuary. Appl. Environ. Microbiol. 79: 2247-2252.  

Gyles, C.L., S.A. De Grandis, C. MacKenzie and J.L. Brunton. 1988. Cloning and nucleotide 
sequence analysis of the genes determining verocytotoxin production in a porcine 
edema disease isolate of Escherichia coli. Microb. Pathog. 5: 419-426.  

Hacker, J., G. Blum-Oehler, I. Muhldorfer and H. Tschape. 1997. Pathogenicity islands of 
virulent bacteria: structure, function and impact on microbial evolution. Mol. 
Microbiol. 23: 1089-1097. 

Haldar, S., K.H. Mody and B. Jha. 2011. Abundance, diversity and antibiotics resistance 
pattern of Vibrio spp. in coral ecosystem of Kurusadai island. J. Basic Microbiol. 51: 
153-162.  

Hammar, M., A. Arnqvist, Z. Bian, A. Olsen and S. Normark. 1995. Expression of two csg 
operons is required for production of fibronectin- and congo red-binding curli 
polymers in Escherichia coli K-12. Mol. Microbiol. 18: 661-670. 

Hara-Kudo, Y., H. Konuma, Y. Kamata, M. Miyahara, K. Takatori, Y, Onoue, Y. Sugita-Konishi 
and T. Ohnishi. 2013. Prevalence of the main food-borne pathogens in retail food 
under the national food surveillance system in Japan. Food Addit. Contam. Part A 
Chem. Anal. Control Expo. Risk Assess. 30: 1450-1458. 

Harkey, C. W., K.D. Everiss, K. D. and K.M. Peterson. 1995. Isolation and characterization of 
a Vibrio cholerae gene (tagA) that encodes a ToxR-regulated lipoprotein. Gene 153: 
81-84. 

Heinitz, M.L., R.D. Ruble, D.E. Wagner and S.R. Tatini. 2000. Incidence of Salmonella in fish 
and seafood. J. Food Prot. 63: 579-592. 

Hoffmann, M., S.R. Monday, P.J. McCarthy, J.V. Lopez, M. Fischer and E.W. Brown. 2013. 
Genetic and phylogenetic evidence for horizontal gene transfer among ecologically 
disparate groups of marine Vibrio. Cladistics 29: 46-64. 

http://www.ncbi.nlm.nih.gov/pubmed?term=Hara-Kudo%20Y%5BAuthor%5D&cauthor=true&cauthor_uid=23199079


62 
 
Hu, Q., J. Tu, X. Han, Y. Zhu, C. Ding and S. Yu. 2011. Development of multiplex PCR assay 

for rapid detection of Riemerella anatipestifer, Escherichia coli, and Salmonella 
enterica simultaneously from ducks. J. Microbiol. Methods 87: 64-69. 

Huang, Y., V. Ghate, L. Phua and H.G. Yuk. 2012. Prevalence of Salmonella and Vibrio spp. 
in seafood products sold in Singapore. J. Food Prot. 75: 1320-1323. 

Hughes, H.Y., S.P. Conlan, A.F. Lau, J.P. Dekker, A.V. Michelin, J.H. Youn, D.K. Henderson, 
K.M. Frank, J.A. Segre and T.N. Palmore. 2016. Detection and whole-genome 
sequencing of carbapenemase-producing Aeromonas hydrophila Isolates from 
routine perirectal surveillance culture. J. Clin. Microbiol. 54: 1167-1170. 

Hulton, C.S.J., C.F. Higgins and P.M. Sharp. 1991. ERIC sequences: a novel family of 
repetitive elements in the genomes of Escherichia coli, Salmonella typhimurium 
and other enteric bacteria. Mol. Microbiol. 5: 825-834. 

Huss, H.H. 1993. Assurance of Seafood Quality, FAO Fisheries Technical Paper No. 334. 
Food and Agriculture Oragnization of the United Nations (FAO), Rome, Italy. 169 p. 

Ibarra, J.A., L.A. Knodler, D.E. Sturdevant, K. Virtaneva, A.B. Carmody, E.R. Fischer, S.F. 
Porcella and O. Steele-Mortimer. 2010. Induction of Salmonella pathogenicity island 
1 under different growth conditions can affect Salmonella–host cell interactions in 
vitro. Microbiol. 156: 1120-1133. 

Iwamoto, M., T. Ayers, B.E. Mahon and D.L. Swerdlow. 2010. Epidemiology of seafood-
associated infections in the United States. Clin. Microbiol. Rev. 23: 399-411. 

Iwen, P.C., D.M. Kelly, J. Linder, S.H. Hinrichs, E.A. Dominguez, M.E. Rupp and K.D. Patil. 
1997. Change in prevalence and antibiotic resistance of Enterococcus species 
isolated from blood cultures over an 8-year period. Antimicrob. Agents Chemother. 
41: 494-495. 

Jacob-Dubuisson, F., C. Locht and R. Antoine. 2001. Two-partner secretion in Gram-
negative bacteria: a thrifty, specific pathway for large virulence proteins. Mol. 
Microbiol. 40: 306-313. 

Janda, J.M., S.L. Abbott, S. Khashe  and W. Probert. 2002. Phenotypic and genotypic 
properties of the genus Hafnia. J. Med. Microbiol. 51: 575-580. 

Jarvis, K.G., J.A. Giron, A.E. Jerse, T.K. McDaniel, M.S. Donnenberg and J.B. Kaper. 1995. 
Enteropathogenic Escherichia coli contains a putative type III secretion system 
necessary for the export of proteins involved in attaching and effacing lesion 
formation. Proc. Natl. Acad. Sci. USA. 92: 7996-8000. 

Joffre, E. and A. Sjoling. 2016. The LT1 and LT2 variants of the enterotoxigenic Escherichia 
coli (ETEC) heat-labile toxin (LT) are associated with major ETEC lineages. Gut 
Microbes 7: 75-81. 

Johnson, J.R. 1991. Virulence factors in Escherichia coli urinary tract infection. Clin. 
Microbiol. Rev. 4: 80-128. 



63 
 
Johnson, J.R., E. Oswald, T.T. O’Bryan, M.A. Kuskowski and L. Spanjaard. 2002. 

Phylogenetic distribution of virulence-associated genes among Escherichia coli 
isolates associated with neonatal bacterial meningitis in the Netherlands. J. Infect. 
Dis. 185: 774-784. 

Johnson, J.R., K. Owens, A. Gajewski and M.A. Kuskowski. 2005. Bacterial characteristics in 
relation to clinical source of Escherichia coli isolates from women with acute cystitis 
or pyelonephritis and uninfected women. J. Clin. Microbiol. 43: 6064-6072. 

Johnson, T.J., C. Debroy, S. Belton, M.L. Williams, M. Lawrence, L.K. Nolan and J.L. 
Thorsness. 2010. Pyrosequencing of the Vir plasmid of necrotoxigenic Escherichia 
coli. Vet. Microbiol. 144: 100-109. 

Johnson, T.J., M. Aziz, C.M. Liu, E. Sokurenko, D.I. Kisiela, S. Paul, P. Andersen, J.R. Johnson 
and L.B. Price. 2016. Complete genome sequence of a CTX-M-15-producing 
Escherichia coli strain from the H30Rx subclone of sequence yype 131 from a 
patient with recurrent urinary tract infections, closely related to a lethal urosepsis 
isolate from the patient's sister. Genome Announc. 4: e00334-16. 

Jones, B.D. and S. Falkow. 1994. Identification and characterization of a Salmonella 
typhimurium oxygen-regulated gene required for bacterial internalization. Infect. 
Immun. 62: 3745-3752. 

Jubelin, G., A. Vianney, C. Beloin, J.M. Ghigo, J.C. Lazzaroni, P. Lejeune and C. Dorel. 2005. 
CpxR/OmpR interplay regulates curli gene expression in response to osmolarity in 
Escherichia coli. J. Bacteriol. 187: 2038-2049. 

Kang, C.H., J.H. Choi, J. Noh, D.Y. Kwak, S.H. Han and J.S. So. 2014. Microbially induced 
calcite precipitation-based sequestration of strontium by Sporosarcina pasteurii WJ-
2. Appl. Biochem. Biotechnol. 174: 2482-2491. 

Kaper, J.B., J.G. Morris, Jr. and M.M. Levine. 1995. Cholera. Clin. Microbiol. Rev. 8: 48-86. 
Karaolis, D.K.R., J.A. Johnson, C.C. Bailey, E.C. Boedeker, J.B. Kaper and P.R. Reeves. 1998. 

A Vibrio cholerae pathogenicity island associated with epidemic and pandemic 
strains. Proc. Natl. Acad. Sci. USA. 95: 3134-3139. 

Kim, S.K., D.H. Kim, B.G. Kim, Y.M. Jeon, B.S. Hong and J.H. Ahn. 2009. Cloning and 
characterization of the UDP glucose/galactose epimerases of Oryza sativa. J. Korean 
Soc. Appl. Biol. Chem. 52: 315-320. 

Klapproth, J.M., I.C. Scaletsky, B.P. McNamara, L.C. Lai, C. Malstrom, S.P. James and M.S. 
Donnenberg. 2000. A large toxin from pathogenic Escherichia coli strains that 
inhibits lymphocyte activation. Infect. Immun. 68: 2148-2155. 

Klein, J.R. and B.D. Jones. 2001. Salmonella pathogenicity island 2-encoded proteins SseC 
and SseD are essential for virulence and are substrates of the type III secretion 
system. Infect. Immun. 69: 737-743. 



64 
 
Kong, R.Y.C., W.F. Dung, L.L.P. Vrijmoed and R.S.S. Wu. 1995. Co-detection of three species 

of water-borne bacteria by multiplex PCR. Marine Pollut. Bull. 31: 317-324. 
Kong, R.Y.C., C.L. So, W.F. Law and R.S.S. Wu. 1999. A sensitive and versatile multiplex PCR 

system for the rapid detection of enterotoxigenic (ETEC), enterohaemorrhagic (EHEC) 
and enteropathogenic (EPEC) strains of Escherichia coli. Marine Pollut. Bull. 38: 
1207-1215. 

Kumar, H.S., S.K. Otta, I. Karunasagar and I. Karunasagar. 2001. Detection of shiga-toxigenic 
Escherichia coli (STEC) in fresh seafood and meat marketed in Mangalore, India by 
PCR. Lett. Appl. Microbiol. 33: 334-338. 

Kurazono, H., S. Yamamoto, M. Nakano, G.B. Nair, A. Terai, W. Chaicumpa and H. Hayashi. 
2000. Characterization of a putative virulence island in the chromosome of 
uropathogenic Escherichia coli possessing a gene encoding a uropathogenic-specific 
protein. Microb. Pathog. 28: 183-189. 

Lacey, R. W. 1993. Foodborne bacterial infections. Parasitol. 107: S75-S93. 
Lade, H., D. Paul and J.H. Kweon. 2014. Isolation and molecular characterization of 

biofouling bacteria and profiling of quorum sensing signal molecules from 
membrane bioreactor activated sludge. Int. J. Mol. Sci. 15: 2255-2273. 

Lane, D.J. 1991. 16S/23S rRNA Sequencing. In E. Stackebrandt and M. Goodfellow (eds.). 
Nucleic Acid Techniques in Bacterial Systematics. John Wiley & Sons, New York, NY. 
pp. 115-175. 

Lasaro, M.A., J.F. Rodrigues, C. Mathias-Santos, B.E. Guth, A. Balan, M.E. Sbrogio-Almeida 
and L.C. Ferreira. 2008. Genetic diversity of heat-labile toxin expressed by 
enterotoxigenic Escherichia coli strains isolated from humans. J. Bacteriol. 190: 
2400-2410.  

Lazaro-Diez, M., S. Redondo-Salvo, A. Arboleya-Agudo, J.G. Ocejo-Vinyals, I. Chapartegui-
Gonzalez, A.A. Ocampo-Sosa, F. Acosta, L. Martinez-Martinez and J. Ramos-Vivas. 
2016. Whole-genome sequence of Hafnia alvei HUMV-5920, a human isolate. 
Genome Announc. 4: e00556-16. 

Leavis, H., J. Top, N. Shankar, K. Borgen, M. Bonten, J. van Embden and R.J.L. Willems. 
2004. Novel putative enterococcal pathogenicity island linked to the esp virulence 
gene of Enterococcus faecium and associated with epidemicity. J. Bacteriol. 186: 
672-682. 

Lee, C.A. and S. Falkow. 1990. The ability of Salmonella to enter mammalian cells is 
affected by bacterial growth state. Proc. Natl. Acad. Sci. USA. 87: 4304-4308.  

Lee, I.K. and J.W. Liu. 2006. Clinical characteristics and risk factors for mortality in 
Morganella morganii bacteremia. J. Microbiol. Immunol. Infect. 39: 328-334. 

http://www.ncbi.nlm.nih.gov/pubmed?term=Kurazono%20H%5BAuthor%5D&cauthor=true&cauthor_uid=10702359


65 
 
Li, J., X.D. Ni, Y.J. Liu and C.P. Lu. 2011. Detection of three virulence genes alt, ahp and 

aerA in Aeromonas hydrophila and their relationship with actual virulence to 
zebrafish. J. Appl. Microbiol. 110: 823-830. 

Lim, S., J. Yun, H. Yoon, C. Park, B. Kim, B. Jeon, D. Kim and S. Ryu. 2007. Mlc regulation of 
Salmonella pathogenicity island I gene expression via hilE repression. Nucleic Acids 
Res. 35: 1822-1832. 

Lim, Y.L., R.J. Roberts, R. Ee, W.E. Yin and K.G. Chan. 2016. Complete genome sequence 
and methylome analysis of Aeromonas hydrophila strain YL17, isolated from a 
compost pile. Genome Announc. 4: e00060-16. 

Lindsey, R.L., K. Knipe, L. Rowe, L. Garcia-Toledo, V. Loparev, P. Juieng, E. Trees, N. 
Strockbine, D. Stripling and P. Gerner-Smidt. 2015. Complete genome sequences of 
two shiga toxin-producing Escherichia coli strains from serotypes O119:H4 and 
O165:H25. Genome Announc. 3: e01496-15.  

Liu, P., P. Li, X. Jiang, D. Bi, Y. Xie, C. Tai, Z. Deng, K. Rajakumar and H.Y. Ou. 2012. 
Complete genome sequence of Klebsiella pneumoniae subsp. pneumoniae 
HS11286, a multidrug-resistant strain isolated from human sputum. J. Bacteriol. 194: 
1841-1842.  

Liu, Z., H. Niu, S. Wu and R. Huang. 2014. CsgD regulatory network in a bacterial trait-
altering biofilm formation. Emerg. Microbes Infect. 3: e1; doi: 10.1038/emi.2014.1. 

Liu, Y., H. Zhang, C. Wu, W. Deng, D. Wang, G. Zhao, J. Song and Y. Jiang. 2016a. Molecular 
analysis of dominant species in Listeria monocytogenes-positive biofilms in the 
drains of food processing facilities. Appl. Microbiol. Biotechnol. 100: 3165-3175. 

Liu, G., S. Wu, W. Jin and C. Sun. 2016b. Amy63, a novel type of marine bacterial 
multifunctional enzyme possessing amylase, agarase and carrageenase activities. Sci. 
Rep. 6: 18726. 

Liu, P.P., Y. Liu, L.H. Wang, D.D. Wei and L.G. Wan. 2016c. Draft genome sequence of an 
NDM-5-producing Klebsiella pneumoniae sequence type 14 strain of serotype K2. 
Genome Announc. 4: e01610-15. 

Lucas, R.L. and C.A. Lee. 2001. Roles of hilC and hilD in regulation of hilA expression in 
Salmonella enterica serovar Typhimurium. J. Bacteriol. 183: 2733-2745. 

Maleki-Ravasan, N., M.A. Oshaghi, D. Afshar, M.H. Arandian, S. Hajikhani, A.A. Akhavan, B. 
Yakhchali, M.H. Shirazi, Y. Rassi, R. Jafari, K. Aminian, R.A. Fazeli-Varzaneh and R. 
Durvasula. 2015. Aerobic bacterial flora of biotic and abiotic compartments of a 
hyperendemic Zoonotic Cutaneous Leishmaniasis (ZCL) focus. Parasit. Vectors 8: 63.  

Marcus, S.L., J.H. Brumell, C.G. Pfeifer and B.B. Finlay. 2000. Salmonella pathogenicity 
islands: big virulence in small packages. Microbes Infect. 2: 145-156. 



66 
 
Martins, R.P., L. Nakazato, V. Dutra and D. da Silva Leite. 2011. Analysis of virulence genes 

in Escherichia coli isolated from grated cheese. Cienc. Tecnol. Aliment., Campinas. 
31: 106-108. 

Mather, A.E., S.W. Reid, D.J. Maskell, J. Parkhill, M.C. Fookes, S.R. Harris, D.J. Brown, J.E. 
Coia, M.R. Mulvey, M.W. Gilmour, L. Petrovska, E. de Pinna, M. Kuroda, M. Akiba, H. 
Izumiya, T.R. Connor, M.A. Suchard, P. Lemey, D.J. Mellor, D.T. Haydon and N.R. 
Thomson. 2013. Distinguishable epidemics of multidrug-resistant Salmonella 
typhimurium DT104 in different hosts. Science 341: 1514-1517.  

McWhorter, A.R. and K.K. Chousalkar. 2015. Comparative phenotypic and genotypic 
virulence of Salmonella strains isolated from Australian layer farms. Front. 
Microbiol. 6: Article 12. 

Mellies, J.L., F. Navaro-Garcia, I. Okeke, J. Frederickson, J.P. Nataro and J.B. Kaper. 2001. 
espC pathogenicity island of enteropathogenic Escherichia coli encodes an 
enterotoxin. Infect. Immun. 69: 315-324. 

Minogue, T.D., H.A. Daligault, K.W. Davenport, K.A. Bishop-Lilly, S.M. Broomall, D.C. Bruce, 
P.S. Chain, O. Chertkov, S.R. Coyne, T. Freitas, K.G. Frey, H.S. Gibbons, J. Jaissle, C.L. 
Redden, C.N. Rosenzweig, Y. Xu and S.L. Johnson. 2014. Complete genome 
assembly of Escherichia coli ATCC 25922, a serotype O6 reference strain. Genome 
Announc. 2: e00969-14. 

Moore, J.E., J. Xu and B.C. Millar. 2005. A simple and economic preservation method for 
genomic bacterial DNA from clinically significant pathogens. J. Microbiol. Methods 
60: 131-133. 

Morabito S., R. Tozzoli, E. Oswald and A. Caprioli. 2003. A mosaic pathogenicity island 
made up of the locus of enterocyte effacement and a pathogenicity island of 
Escherichia coli O157:H7 is frequently present in attaching and effacing E. coli. 
Infect. Immun. 71: 3343-3348. 

Morris, J.G., Jr. 1990. Non-O group 1 Vibrio cholerae: a look at the epidemiology of an 
occasional pathogen. Epidemiol. Rev. 12: 179-191. 

Moura, A., I. Henriques, R. Ribeiro and A. Correia. 2007. Prevalence and characterization of 
integrons from bacteria isolated from a slaughterhouse wastewater treatment plant. 
J. Antimicrob. Chemother. 60: 1243-1250. 

Mourino, M., C. Madrid, C. Balsalobre, A. Prenafeta, F. Munoa, J. Blanco, M. Blanco, J.E. 
Blanco and A. Juarez. 1996. The Hha protein as a modulator of expression of 
virulence factors in Escherichia coli. Infect. Immun. 64: 2881-2884. 

Moyrand, F., I. Lafontaine, T. Fontaine and G. Janbon. 2008. Uge1 and uge2 regulate the 
UDP-glucose/UDP-galactose equilibrium in Cryptococcus neoformans. Eukaryot. Cell 
7: 2069-2077. 

 



67 
 
Mukhopadhyay, A.K., S. Chakraborty, Y. Takeda, G.B. Nair and D.E. Berg. 2001. 

Characterization of VPI pathogenicity island and CTX prophage in environmental 
strains of Vibrio cholerae. J. Bacteriol. 183: 4737-4746. 

Nair, G.B., Y. Oku, Y. Takeda, A. Ghosh, R.K. Ghosh, S. Chattopadhyay, S.C. Pal, J.B. Kaper 
and T. Takeda. 1988. Toxin profiles of Vibrio cholerae non-O1 from environmental 
sources in Calcutta, India. Appl. Environ. Microbiol. 54: 3180-3182. 

Nandi, B., R.K. Nandy, S. Mukhopadhyay, G. B. Nair, T. Shimada and A.C. Ghose. 2000. 
Rapid method for species-specific identification of Vibrio cholerae using primers 
targeted to the gene of outer membrane protein OmpW. J. Clin. Microbiol. 38: 4145-
4151. 

Naqqash, T., S. Hameed, A. Imran, M.K. Hanif, A. Majeed and J.D. van Elsas. 2016. 
Differential response of potato toward inoculation with taxonomically diverse plant 
growth promoting rhizobacteria. Front. Plant Sci. 7: Article 144.  

Nataro, J.P. and J.B. Kaper. 1998. Diarrheagenic Escherichia coli. Clin. Microbiol. Rev. 11: 
142-201. 

Nechitaylo, T.Y., M. Westermann and M. Kaltenpoth. 2014. Cultivation reveals 
physiological diversity among defensive Streptomyces philanthi symbionts of 
beewolf digger wasps (Hymenoptera, Crabronidae). BMC Microbiol. 14: 202.  

Ng, I.S., X. Zheng, B.Y. Chen, X. Chi, Y. Lu and C.S. Chang. 2013. Proteomics approach to 
decipher novel genes and enzymes characterization of a bioelectricity-generating 
and dye-decolorizing bacterium Proteus hauseri ZMd44. Biotechnol. Bioprocess Eng. 
18: 8-17.  

Nguyen, S.V., D.M. Harhay, J.L. Bono, T.P. Smith, P.I. Fields, B.A. Dinsmore, M. Santovenia, 
C.M. Kelley, R. Wang, J.M. Bosilevac and G.P. Harhay. 2016. Complete and closed 
genome sequences of 10 Salmonella enterica subsp. enterica serovar Anatum 
isolates from human and bovine sources. Genome Announc. 4: e00447-16. 

Nicholls, L., T.H. Grant and R.M. Robins-Browne. 2000. Identification of a novel genetic 
locus that is required for in vitro adhesion of a clinical isolate of 
enterohaemorrhagic Escherichia coli to epithelial cells. Mol. Microbiol. 35: 275-288. 

Novais, R.C., A. Coelho, C.A. Salles, and A.C.P. Vincente. 1999. Toxin co-regulated pilus 
cluster in non-O1, non-toxigenic Vibrio cholerae: evidence of a third allele of pilin 
gene. FEMS Microbiol. Lett. 171: 49-55. 

Oanh, T.K., V.K. Nguyen, T.N. Do, B.M. Goddeeris and H. de Greve. 2010. Escherichia coli 
strains causing edema disease in northern Vietnam share an identical verotoxin 2e. 
Trop. Anim. Health Prod. 42: 1797-1804. 

O’Brien, A.D., J.W. Newland, S.F. Miller, R.K. Holmes, H.W. Smith and S.B. Formal. 1984. 
Shiga-like toxin-converting phages from Escherichia coli strains that cause 
hemorrhagic colitis or infantile diarrhea. Science 226: 694-696. 



68 
 
Ochman, H., F.C. Soncini, F. Solomon and E.A. Groisman. 1996. Identification of a 

pathogenicity island required for Salmonella survival in host cells. Proc. Natl. Acad. 
Sci. USA. 93: 7800-7804. 

Ogasawara, H., K. Yamamoto and A. Ishihama. 2011. Role of the biofilm master regulator 
CsgD in cross-regulation between biofilm formation and flagellar synthesis. J. 
Bacteriol. 193: 2587-2597.  

Ogutcu, H., M. Adiguzel, M. Gulluce, M. Karadayi and F. Sahin. 2009. Molecular 
characterization of Rhizobium strains isolated from wild chickpeas collected from 
high altitudes in Erzurum-Turkey. Rom. Biotechnol. Lett. 14: 4294-4299. 

Oliver, J.D. 2005. Wound infections caused by Vibrio vulnificus and other marine bacteria. 
Epidemiol. Infect. 133: 383-391. 

Ostblom, A., I. Adlerberth, A.E. Wold and F.L. Nowrouzian. 2011. Pathogenicity island 
markers, virulence determinants malX and usp, and the capacity of Escherichia coli 
to persist in infants’ commensal microbiotas. Appl. Environ. Microbiol. 77: 2303-
2308.  

O’Toole, G.A. 2011. Microtiter dish biofilm formation assay. J. Vis. Exp. 30: doi 
10.3791/2437. 

Padilla, D. F. Acosta, J. Ramos-Vivas, V. Grasso, J. Bravo, F.E. Aamri and F. Real. 2015. The 
pathogen Hafnia alvei in veterinary medicine: a review. J. Appl. Anim. Res. 43: 231-
235. 

Panicker, G., D.R. Call, M.J. Krug and A.K. Bej. 2004. Detection of pathogenic Vibrio spp. in 
shellfish by using multiplex PCR and DNA Microarrays. Appl. Environ. Microbiol. 70: 
7436-7444. 

Parham, N.J., U. Srinivasan, M. Desvaux, B. Foxman, C.F. Marrs and I.R. Henderson. 2004. 
PicU, a second serine protease autotransporter of uropathogenic Escherichia coli. 
FEMS Microbiol. Lett. 230: 73-83. 

Parham, N.J., S.J. Pollard, R.R. Chaudhuri, S.A. Beatson, M. Desvaux, M.A. Russell, J. Ruiz, A. 
Fivian, J. Vila and I.R. Henderson. 2005. Prevalence of pathogenicity island IICFT073 
genes among extraintestinal clinical isolates of Escherichia coli. J. Clin. Microbiol. 43: 
2425-2434. 

Parikh, R.Y., R. Ramanathan, P.J. Coloe, S.K. Bhargava, M.S. Patole, Y.S. Shouche and V. 
Bansal. 2011. Genus-wide physicochemical evidence of extracellular crystalline 
silver nanoparticles biosynthesis by Morganella spp. PLoS ONE 6: e21401.  

Parker, C.T., S. Huynh, L. Gorski, K.K. Cooper and W.G. Miller. 2015. Complete genome 
sequences of two outbreak strains of Salmonella enterica subsp. enterica serovar 
Thompson associated with cilantro. Genome Announc. 3: e01365-15.  

Parret, A.H. and R. de Mot. 2002. Escherichia coli’s uropathogenic-specific protein: a 
bacteriocin promoting infectivity?. Microbiol. 148: 1604-1606. 



69 
 
Parsot, C. and J.J. Mekalanos. 1991. Expression of the Vibrio cholerae gene encoding 

aldehyde dehydrogenase is under control of ToxR, the cholera toxin transcriptional 
activator. J. Bacteriol. 173: 2842-2851. 

Pass, M.A., R. Odedra and R.M. Batt. 2000. Multiplex PCRs for identification of Escherichia 
coli virulence genes. J. Clin. Microbiol. 38: 2001-2004. 

Pongsilp, N. 2012. Phenotypic and Genotypic Diversity of Rhizobia. Bantham Science 
Publishers, Chicago, IL. 194 p. 

Pongsilp, N., N. Teaumroong, A. Nuntagij, N. Boonkerd and M.J. Sadowsky. 2002. Genetic 
structure of indigenous non-nodulating and nodulating populations of 
Bradyrhizobium in soils from Thailand. Symbiosis 33: 39-58. 

Pongsilp, N., C. Leelahawonge, A. Nuntagij, N. Teaumroong and N. Boonkerd. 2010. 
Characterization of Pueraria mirifica-nodulating rhizobia present in Thai soil. Afr. J. 
Microbiol. Res. 4: 1307-1313.  

Prigent-Combaret, C., E. Brombacher, O. Vidal, A. Ambert, P. Lejeune, P. Landini and C. 
Dorel. 2001. Complex regulatory network controls initial adhesion and biofilm 
formation in Escherichia coli via regulation of the csgD gene. J. Bacteriol. 183: 7213-
7223. 

Rafiq, Z., N. Sam and R. Vaidyanathan. 2016. Whole genome sequence of Klebsiella 
pneumoniae U25, a hypermucoviscous, multidrug resistant, biofilm producing 
isolate from India. Mem. Inst. Oswaldo Cruz. 111: 144-146. 

Rahman, H. and M. Deka. 2014. Detection & characterization of necrotoxin 
producing Escherichia coli (NTEC) from patients with urinary tract infection (UTI). 
Indian J. Med. Res. 139: 632-637. 

Rajkhowa, S., R. Das, S. Bora, C. Rajkhowa, H. Rahman and K.M. Bujarbarvah. 2010. 
Detection of shiga toxin-producing Escherichia coli and enteropathogenic 
Escherichia coli in faecal samples of healthy mithun (Bos frontalis) by multiplex 
polymerase chain reaction. Zoonoses Public Health. 57: 397-401. 

Rashid, M.H., M.A. Sattar, M.I. Uddin and J.P.W. Young. 2009. Molecular characterization of 
symbiotic root nodulating rhizobia isolated from lentil (Lens culinaris Medik.). 
EJEAFChe. 8: 602-612.   

Reeves, P.R., B. Liu, Z. Zhou, D. Li, D. Guo, Y. Ren, C. Clabots, R. Lan, J.R. Johnson and L. 
Wang. 2011. Rates of mutation and host transmission for an Escherichia coli clone 
over 3 years. PLoS ONE 6: e26907. 

Regue, M., B. Hita, N. Pique, L. Izquierdo, S. Merino, S. Fresno, V.J. Benedı and J.M. Tomas. 
2004. A gene, uge, is essential for Klebsiella pneumoniae virulence. Infect. Immun. 
72: 54-61. 

 



70 
 
Reidl, J. and W. Boos. 1991. The malX malY operon of Escherichia coli encodes a novel 

enzyme II of the phosphotransferase system recognizing glucose and maltose and 
an enzyme abolishing the endogenous induction of the maltose system. J. 
Bacteriol. 173: 4862-4876. 

Ren, Y., Y. Ren, Z. Zhou, X, Guo, Y. Li, L. Feng and L. Wang. 2010. Complete genome 
sequence of Enterobacter cloacae subsp. cloacae type strain ATCC 13047. J. 
Bacteriol. 192: 2463-2464. 

Reyes, K., N.I. Gonzalez, III, J. Stewart, F. Ospino, D. Nguyen, D.T. Cho, N. Ghahremani, J.R. 
Spear and H.A. Johnson. 2013. Surface orientation affects the direction of cone 
growth by Leptolyngbya sp. strain C1, a likely architect of coniform structures 
octopus spring (Yellowstone national park). Appl. Environ. Microbiol. 79: 1302-1308.  

Rockne, K.J., J.C. Chee-Sanford, R.A. Sanford, B.P. Hedlund, J.T. Staley and S.E. Strand. 
2000. Anaerobic naphthalene degradation by microbial pure cultures under nitrate-
reducing conditions. Appl. Environ. Microbiol. 66: 1595-1601.  

Romling, U., Z. Bian, M. Hammar, W.D. Sierralta and S. Normark. 1998. Curli fibers are 
highly conserved between Salmonella typhimurium and Escherichia coli with 
respect to operon structure and regulation. J. Bacteriol. 180: 722-731. 

Sandner, L., L.E. Eguiarte, A. Navarro, A. Cravioto and V. Souza. 2001. The elements of the 
locus of enterocyte effacement in human and wild mammal isolates of Escherichia 
coli: evolution by assemblage or disruption?. Microbiol. 147: 3149-3158. 

Sannes, M.R., M.A. Kuskowski, K. Owens, A. Gajewski, and J.R. Johnson. 2004. Virulence 
factor profiles and phylogenetic background of Escherichia coli isolates from 
veterans with bacteremia and uninfected control subjects. J. Infect. Dis. 190: 2121-
2128. 

Sarkar, A., R.K. Nandy, G.B. Nair and A.C. Ghose. 2002. Vibrio pathogenicity island and 
cholera toxin genetic element-associated virulence genes and their expression in 
non-O1 non-O139 strains of Vibrio cholerae. Infect. Immun. 70: 4735-4742. 

Saroj, S.D., R. Shashidhar, M. Karani and J.R. Bandekar. 2008. Distribution of Salmonella 
pathogenicity island (SPI)-8 and SPI-10 among different serotypes of Salmonella. J. 
Med. Microbiol. 57: 424-427. 

Schiemann, D.A. and S.R. Shope. 1991. Anaerobic growth of Salmonella typhimurium 
results in increased uptake by Henle 407 epithelial and mouse peritoneal cells in 
vitro and repression of a major outer membrane protein. Infect. Immun. 59: 437-
440. 

Shabarinath, S., K.H. Sanath, R. Khushiramani, I. Karunasagar and I. Karunasagar. 2007. 
Detection and characterization of Salmonella associated with tropical seafood. Int. 
J. Food Microbiol. 114: 227-233. 



71 
 
Shahid, M., S. Hameed, A. Imran, S. Ali and J.D. van Elsas. 2012. Root colonization and 

growth promotion of sunflower (Helianthus annuus L.) by phosphate solubilizing 
Enterobacter sp. Fs-11. World J. Microbiol. Biotechnol. 28: 2749-2758. 

Shankar, N., A.S. Baghdayan and M.S. Gilmore. 2002. Modulation of virulence within a 
pathogenicity island in vancomycin-resistant Enterococcus faecalis. Nature 417: 746-
750.  

Sharples, G.J. and R.G. Lloyd. 1990. A novel repeated DNA sequence located in the 
intergenic regions of bacterial chromosomes. Nucleic Acids Res. 18: 6503-6508. 

Shen, N., S.J. Yuan, C. Wu, Y.Y. Cheng, X.N. Song, W.W. Li, Z.H. Tong and H.Q. Yu. 2014. 
Rapid isolation of a facultative anaerobic electrochemically active bacterium 
capable of oxidizing acetate for electrogenesis and azo dyes reduction. Appl. 
Biochem. Biotechnol. 173: 461-471.  

Sheppard, A.E., N. Stoesser, R. Sebra, A. Kasarskis, G. Deikus, L. Anson, A.S. Walker, T.E. 
Peto, D.W. Crook and A.J. Mathers. 2016. Complete genome sequence of KPC-
producing Klebsiella pneumoniae strain CAV1193. Genome Announc. 4: e01649-15. 

Silva, C., E. Calva, J.L. Puente, M.B. Zaidi and P. Vinuesa. 2016. Complete genome 
sequence of Salmonella enterica serovar Typhimurium strain SO2 (sequence type 
302) isolated from an asymptomatic child in Mexico. Genome Announc. 4: e00253-
16. 

Somvanshi, V.S., E. Lang, B. Straubler, C. Sproer, P. Schumann, S. Ganguly, A.K. Saxena and 
E. Stackebrandt. 2006. Providencia vermicola sp. nov., isolated from infective 
juveniles of the entomopathogenic nematode Steinernema thermophilum. Int. J. 
Syst. Evol. Microbiol. 56: 629-633. 

Song, M., H.J. Kim, E.Y. Kim, M. Shin, H.C. Lee, Y. Hong, J.H. Rhee, H. Yoon, S. Ryu, S. Lim 
and H.E. Choy. 2004. ppGpp-dependent stationary phase induction of genes on 
Salmonella pathogenicity island 1. J. Biol. Chem. 279: 34183-34190. 

Speelman, P., I. Kabir and M. Islam. 1984. Distribution and spread of colonic lesions in 
shigellosis: a colonoscopic study. J. Infect. Dis. 150: 899-903. 

Stephens, C.M., J.M. Skerker, M.S. Sekhon, A.P. Arkin and L.W. Riley. 2015. Complete 
genome sequences of four Escherichia coli ST95 isolates from bloodstream 
infections. Genome Announc. 3: e01241-15. 

Stern, M.J., G.F.L. Ames, N.H. Smith, E.C. Robinson and C.F. Higgins. 1984. Repetitive 
extragenic palindromic sequences: a major component of the bacterial genome. 
Cell 37: 1015-1026. 

 
 
 



72 
 
Stoesser, N., A.E. Sheppard, L. Pankhurst, N. De Maio, C.E. Moore, R. Sebra, P. Turner, L.W. 

Anson, A. Kasarskis, E.M. Batty, V. Kos, D.J. Wilson, R. Phetsouvanh, D. Wyllie, E.  
Sokurenko, A.R. Manges, T.J. Johnson, L.B. Price, T.E. Peto, J.R. Johnson, X. Didelot, 
A.S. Walker and D.W. Crook. 2016. Evolutionary history of the global emergence of 
the Escherichia coli epidemic clone ST131. MBio 7: e02162-15.  

Sun, Q.L., M.Q. Wang and L. Sun. 2015. Characteristics of the cultivable bacteria from 
sediments associated with two deep-sea hydrothermal vents in Okinawa Trough.  
World J. Microbiol. Biotechnol. 31: 2025-2037. 

Takahashi, H., B. Kimura, M. Yoshikawa and T. Fujii. 2003. Cloning and sequencing of the 
histidine decarboxylase genes of gram-negative, histamine-producing bacteria and 
their application in detection and identification of these organisms in fish. Appl. 
Environ. Microbiol. 69: 2568-2579. 

Temme, K., H. Salis, D. Tullman-Ercek, A. Levskaya, S.H. Hong and C.A. Voigt. 2008. 
Induction and relaxation dynamics of the regulatory network controlling the type III 
secretion system encoded within Salmonella pathogenicity island 1. J. Mol. Biol. 
377: 47-61. 

Tendolkar, P.M., A.S. Baghdayan, M.S. Gilmore and N. Shankar. 2004. Enterococcal surface 
protein, Esp, enhances biofilm formation by Enterococcus faecalis. Infect. Immun. 
72: 6032-6039. 

Teophilo, G.N.D., R.H.S.F. Vieira, D.P. Rodrigues and F.G.R. Menezes. 2002. Escherichia coli 
isolated from seafood: toxicity and plasmid profiles. Int. Microbiol. 5: 11-14. 

Thampuran, N., Surendraraj, A. and Surendran, P.K. 2005. Prevalence and characterization 
of typical and atypical Escherichia coli from fish sold at retail in Cochin, India. J. 
Food Prot. 68: 2208-2211. 

Toledo-Arana, A., J. Valle, C. Solano, M.J. Arrizubieta, C. Cucarella, M. Lamata, B. Amorena, 
J. Leiva, J.R. Penades and I. Lasa. 2001. The enterococcal surface protein, Esp, is 
involved in Enterococcus faecalis biofilm formation. Appl. Environ. Microbiol. 67: 
4538-4545. 

Tomar, R.S., M. Agawal and A. Jyoti. 2015. Prevalence of drug resistant enterotoxigenic 
Escherichia coli in potable water of Gwalior city. IJBEES. 5: 16-19. 

Trachman, J.D. and W.K. Maas. 1998. Temperature regulation of heat-labile enterotoxin 
(LT) synthesis in Escherichia coli is mediated by an interaction of H-NS protein with 
the LT A-subunit DNA. J. Bacteriol. 180: 3715-3718. 

Trachman, J.D. and M. Yasmin. 2004. Thermo-osmoregulation of heat-labile enterotoxin 
expression by Escherichia coli. Curr. Microbiol. 49: 353-360. 

Uhlich, G.A., J.E. Keen and R.O. Elder. 2001. Mutations in the csgD promoter associated 
with variations in curli expression in certain strains of Escherichia coli O157:H7. Appl. 
Environ. Microbiol. 67: 2367-2370. 



73 
 
Unverdi, S., H. Akay, M. Ceri, S. Inal, M. Altray, A.P. Demiroz and M. Duranay. 2011. 

Peritonitis due to Providencia stuartii. Perit. Dial. Int. 31: 216-217. 
Vandewalle, J.L., G.W. Goetz, S.M. Huse, H.G. Morrison, M.L. Sogin, R.G. Hoffmann, K. Yan 

and S.L. McLellan. 2012. Acinetobacter, Aeromonas and Trichococcus populations 
dominate the microbial community within urban sewer infrastructure. Environ. 
Microbiol. 14: 2538-2552. 

van Immerseel, F., J. de Buck, I. Desmet, F. Pasmans, F. Haesebrouck and R. Ducatelle. 
2004. Interactions of butyric acid- and acetic acid-treated Salmonella with chicken 
primary cecal epithelial cells in vitro. Avian Dis. 48: 384-391. 

Versalovic, J., T. Koeuth and J.R. Lupski. 1991. Distribution of repetitive DNA sequences in 
eubacteria and application to fingerprinting of bacterial genomes. Nucleic Acids Res. 
19: 6823-6831. 

Vila, J., J. Ruiz, F. Gallardo, M. Vargas, L. Soler†, M.J. Figueras and J. Gascon. 2003. 
Aeromonas spp. and traveler’s diarrhea: clinical features and antimicrobial 
resistance. Emerg. Infect. Dis. 9: 552-555. 

Viswanath, G., S. Jegan, V. Baskaran, R. Kathiravan and V.R. Prabavathy. 2015. Diversity and 
N-acyl-homoserine lactone production by Gammaproteobacteria associated with 
Avicennia marina rhizosphere of South Indian mangroves. Syst. Appl. Microbiol. 38: 
340-345. 

Wang, F., L. Jiang, Q. Yang, F. Han, S. Chen, S. Pu, A. Vance and B. Ge. 2011. Prevalence 
and antimicrobial susceptibility of major foodborne pathogens in imported seafood. 
J. Food Prot. 74: 1451-1461.  

World Health Organization (WHO). 2001. Cholera vaccines. Wkly. Epidemiol. Rec. 76: 117-
124. 

Wu, M.C., T.L. Lin, P.F. Hsieh, H.C. Yang and J.T. Wang. 2011. Isolation of genes involved in 
biofilm formation of a Klebsiella pneumoniae strain causing pyogenic liver abscess. 
PLoS One 6: e23500. 

Yamamoto, S., A. Terai, K. Yuri, H. Kurazono, Y. Takeda and O. Yoshida. 1995. Detection of 
urovirulence factors in Escherichia coli by multiplex polymerase chain reaction. 
FEMS Immunol. Med. Microbiol. 12: 85-90. 

Yao, K., T. Muruvanda, R.J. Roberts, J. Payne, M.W. Allard and M. Hoffmann. 2016. 
Complete genome and methylome sequences of Salmonella enterica subsp. 
enterica serovar Panama (ATCC 7378) and Salmonella enterica subsp. enterica 
serovar Sloterdijk (ATCC 15791). Genome Announc. 4: e00133-16. 

Yu, R.R. and V.J. DiRita. 1999. Analysis of an autoregulatory loop controlling ToxT, cholera 
toxin, and toxin-coregulated pilus production in Vibrio cholerae. J. Bacteriol. 181: 
2584-2592. 



74 
 
Zhang, D., Z. Xu, W. Sun and D.K. Karaolis. 2003. The Vibrio pathogenicity island-encoded 

Mop protein modulates the pathogenesis and reactogenicity of epidemic Vibrio 
cholerae. Infect. Immun. 71: 510-515. 

Zhang, Y., P.Y. Hong, M.V. LeChevallier and W.T. Liu. 2015. Phenotypic and phylogenetic 
identification of coliform bacteria obtained from 12 USEPA approved coliform 
methods. Appl. Environ. Microbiol. 81: 6012-6023. 

Zhao, A., H. Liu, W. Sun, Q. Li, Y. Pan and Y. Zhao. 2015. Irregular virulence genes 
expression of Vibrio parahaemolyticus in shrimp or seawater matrix. J. Microbiol. 
Biotechnol. 4: 26-31. 

Zhou, F., Q. Lou, B. Wang, L. Xu, C. Cheng, M. Lu and J. Sun. 2016. Altered carbohydrates 
allocation by associated bacteria-fungi interactions in a bark beetle-microbe 
symbiosis. Sci. Rep. 6: 20135. 

Zogaj, X., W. Bokranz, M. Nimtz and U. Romling. 2003. Production of cellulose and curli 
fimbriae by members of the family Enterobacteriaceae isolated from the human 
gastrointestinal tract. Infect. Immun. 72: 4151-4158.  


