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d2ui 2 Abstract (1ad1Au 250 #1)
Enterobacteria were isolated from 35 samples of seafood sold in markets in Samutsakhon,

Prachuapkhirikhun and Rayong provinces. The numbers of enterobacteria presented in these samples



were enumerated. No enterobacteria was detected in 2 samples, while other samples contained
enterobacteria varying from 6.67 + 5.77 to 2.44 x 10"+ 5.75 x 10" colony forming unit (CFU)/gram.
The total 96 pure isolates were obtained. Based on DNA fingerprint analysis with ERIC-PCR which has
been used in strain characterization, 81 ERIC-PCR patterns were derived. The 81 isolated strains were
subjected to physiological and biochemical characterizations including 1) temperatures, pH values and
NaCl concentrations for growth 2) syntheses of protease, urease, catalase, amylase and caseinase 3)
sugar fermentation patterns 4) decarboxylation reaction patterns and 5) IMViC test. Determination of
the resistance to 10 antibiotics revealed that 90.12%, 76.54%, 69.14%, 61.73%, 22.22%, 3.70%, 3.70%,
2.47% and 1.23% of numbers of enterobacterial strains were resistant to penicillin, vancomycin,
erythromycin, ampicillin, tetracycline, chloramphenicol, streptomycin, neomycin and kanamycin,
respectively, whereas none was resistant to gentamycin. The 16 strains were found to possess plasmids
varying from 1 to 5 in number and from 1.7 to 19.0 kilobase in size. Based on DNA fingerprint analysis
with TP-RAPD which has been used in species characterization, 16 TP-RAPD patterns were derived.
The 16S rDNA sequences of the representative strains from each TP-RAPD pattern exhibited 98%-99%
identities to those of enterobacteria in 6 genera including Citrobacter, Enterobacter, Klebsiella,
Providencia, Serratia and Yersinia. The ampC gene was found in the strains of Enterobacter and
Providencia. The blaTEM gene could be detected in the strains of Enterobacter, Klebsiella, Providencia
and Serratia. The strains of Enterobacter and Providencia possessed the shv gene. The strains of
Klebsiella and Providencia contained the ermB gene. The representative strains possessing B-lactamase
genes exhibited B-lactamase activity ranging from 1.96 + 0.88 to 11.30 &+ 0.37 micromole of hydrolysed
nitrocefin/min/mg protein.
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