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Backbround Our country is considered endemic area for dengue virus infection.
Serosurveillance indicates that almost native all aduits have been infected, mostly asymptomatically. A
long-held mechanism for clinical severity involves sequential infections by different serotypes. Even
though some of its peer flaviviruses are known to reside persistently within the host and contribute to
host ilinesses, dengue virus has not been shown to behave in a similar fashion. As dengue is a
haematotropic virus, we sought to find evidence of its persistence in the bone marrow of previously-
infected persons.

Methods We studied patients clinically suspected of haematologic malignancies and
indicated to have diagnostic bone marrow studies. A fraction of cellular marrow was employed for RNA
extraction for reverse transcription-polymerase chain reaction (RT-PCR) by dengue-specific primers.
Serologic assessment by haemagglutination inhibition test (HI) and enzyme-linked immunosorbent
assay (ELISA) was performed to minimise a chance of including patients with recent dengue infection.
Demographic data of all patients were analysed, especially for the history of prior recent febrile illness
and diagnosis of dengue infection.

Results Of 74 enrolled patients, dengue genome was detected in cellular marrow of 3 cases.
These patients had had no history of febrile illness prior to the bone marrow study and HI and ELISA
results of single or paired sera of from these patients were, similar to those of the rest, compatible with
either remote or remote/no infection by flaviviviruses. Indication for bone marrow examination in these
patients were for follow-up and pathological results also confirmed they were in the stage of remission.

Conclusions Dengue virus genome could be detected in bone marrow of asymptomatic
haematologic patients by using RT-PCR. Sequential infections by different serotypes seem to be a key
in severe dengue pathogenesis. The persistent first-serotype virus, defective or complete, could
possibly confer a biological influence when co-infected with a second serotype later on in their life. As
our understanding of dengue pathogenesis is far from perfect, this finding obviously opens up a door
to a new arena of dengue research. ‘





