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The studies on the feasibility of mingling of soybean seeds and grain with genetically modified soybean, the
integration of those soybeans with the soybean production system and the effect of genetically modified soybean to
environment were carried out at sites located in upper central part and northern part of Thailand (Petchaboon,
Nakornsawan, Sukhothai, Loei and Cheangmai). These were done based on the application of a simple PCR
technique of detecting of DNA element in caulifiower mosaic virus 35S promoter for the monitoring of the gene flow
from genetically modified soybeans to plant and legume and their pollen and pollen distribution, to bacteria in
digestive tract of some insect pollinators, to soil bacteria and the symbionts, and to the stability of DNA molecule in 5
representative soils, Khampaengsaen, Bangborn, Rungsit Varin and Chaibadan in plastic pots

When the DNA detection technique was applied, results showed that soybean grain from markets were
imported one and were mingling with genetically modified soybean with their germination ratio varied from 20.8 to
70.8%. This indicated the feasibility of these grain integrating into the agricultural system. The investigation of
soybean seeds and grain from planting area in upper central and northern part revealed the mingling of genetically
modified one of 25 samples from 38 samples with their high germination ratio enough to be circulated within the
soybean production system. It was possible that the mingling of the genetically modified soybean was due to the
inappropriate handling by human or the natural crossing among varieties by insect pollinators. In gene flow studies,
the DNA bands corresponding with 35S DNA fragment were identified in soil bacteria, in nodule bacteria, in bacteria
living in digestive tract of bee fed with the genetically modified soybean powder. DNA bands were also remained in

the representative soil series at 84 days after application.





