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This research has been cloned the transcription factor MYC gene from mutants rice BKOS.
Myc gene has 1,353 base pairs open reading frame and encodes a protein of 451 amino acids.
The deduce MYC amino acids sequence showed the highest homology with R-type basic helix-loop-helix
(Pw-OSB2) of rice at 92% identity and was grouped to MYC protein that ithl\}éd in the anthocyanin
biosynthesis of the other plants. For functional analysis, MYC gene has been transferred into tobacco by
single and with WD40 which cloned from the same mutant rice. It was found that the co-transformation of
MYC and WD40 can be induced the expression of the three structural genes: Chalcone synthase (CHS),
anthocyanin synthase (ANS) and UDP-glucose-flavonoid 3-O-glucosyltransferase (UFGT), which code for
enzymes involved in the anthocyanin biosynthetic pathway. In addition we found the accumulation of

varieties of anthocyanin in transgenic tobacco.
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