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Salacca, a genus of Arecaceae (Palmae), consists of 21 species which are distributed in South
East Asia. Classification of plants in this genus can be complicated due to similar morphological
characters. In this study results of six economically important cultivars revealed a diploid
chromosome number of 28 (x = 14). Their karyotypes were as follows: Rakam (Salacca wallichiana
Mart.) had 10m + 1sm +1st + 2t pairs, NF = 52; Sala-Nernwong (Salacca sp.) had 11m + 3sm pairs,
NF = 56; Sala-Mho (Salacca sp.) had 12m + 1sm + 1st pairs, NF = 56; Sala-Sainampeung (Salacca
sp.) had 9m + 2sm + 3st pairs, NF = 56; Sala-Pondoh (Salacca zalacca (Gaertn.) Voss ex Vilm.) had
13m + lsm pairs, NF = 56 and Sala-Bali (Salacca zalacca (Gaertn.) Voss ex Vilm.) had 11m + 2sm +
1st pairs, NF = 56. It is interesting to note that only the Indonesian cultivars possessed a pair of
satellited chromosomes. Molecular phylogenetic study of these plants included 12 taxa from
Thailand, Malaysia and Indonesia. Based on ITS analyses by neighbor joining and maximum
likelihood methods, results revealed four important clades. By using Eleiodaxa conferta as an
ouigroup, clade A (Rakam, Sala-Sainampeung, Rakam-Rainam and Sala-Mho), clade B (Sala-
Nernwong and Sala-Sumalee), clade C (S. ramosiana, S. affinis and S. rupicola) and clade D (Salak-
Pondoh and Salak-Bali) were obtained. These results supported cytogenetic data which classified Thai
and Indonesian groups. All plants under study (clade A, clade B and clade D) had the same diploid
chromosome number of 28. However, only the plants in the Indonesian group (clade D) possessed

satellited chromosomes. These data could serve as a basis for plant selection and breeding.





