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Brugia pahangi is one of the filarial worms causing lymphatic filariasis in
various mammals. For instance, dogs served as the final host for B. pahangi while cats were
classified as a reservoir host. There were at least 3 species of filarial worms known to the
veterinary and medical importance; B. pahangi, B. malayi and D. immitis. These species
were transmitted by similar mosquitoes species; Aedes spp., Armigeres spp. and Mansonia
spp.. When carried by the same mosquito species, these worms could not be differentiated
easily by any means. In this study, the larval morphology and developmental stages using
acid phosphatase staining technique of B. pahangi could slightly be separated from D.
immitis. The studies of the larval developmental stages and morphological differentiation
showed that L1 of B. pahangi could be found in mosquitoes at day 1 to 5 post infection
(DPI). L2 was found in mosquitoes at 6-11 DPI and L3 was at 12-15 DPI. While L1 of D.
immitis had an early development on 5-9 DPI, L2 was 10-14 DPI and L3 was on 15-20 DPI.
The molecular technique of Reverse Transcription-PCR (RT-PCT) was developed to
specifically identity L3 of B. pahangi using gene specific primers of Troponin and
Tropomyosin. The RT-PCR primers were able to amplify the transcripts of the expressed
Troponin (221 bp) and Tropomyosin (226 bp) derived from 60 larvae. The RT-PCR specific
reaction revealed that Tropomyosin had expressed more than Troponin during the larval
stage L3, at 14 DPI. Troponin expressed at the stage of L2 (7-10 DPI) while Tropomyosin
expressed at 2 intervals, the middle L2 (7-8 DPI) and the early stage of L3 (11-12 DPI).
However, there was a cross reaction occurred to B. malayi DNA (700 bp). It is concluded
that the RT-PCR technique was able to determine the development of L2 and L3 of B.
pahangi in mosquitoes. The expression of Tropomyosin and Troponin could be a preliminary

approach as a specific marker to identify B. pahangi larval development in mosquitoes.





