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Abstract ‘ 222496

Screening of microorganisms that are able to degrade polycyclic aromatic
-hydrocarbons (PAHs) from hot spring water and sulfur contaminated soil using phenol
as a sole carbon source was conducted. Four different types of bacterial strains
desighated SU1, SU2, SU3 and SU4 were obtained. Both SU1 and SU2 are able to
degrade dibenzothiophene, anthracene, napthalene and phrenanthrehe at 37°C and
50°C. However, SU3 can degrade dibenzothiophene, anthracene, napthalene and
phrenanthrene only at 37°C, whereas SU4 can degrade dibenzothiophene at 37°C. In
conclusion, SU1 degrades phenol and PAHs better than SU2. In contrast, SU3 and SU4
can not grow at 50°C. In addition, 16SrRNA sequences of SU1, SU3 and SU4 were also
determined. The sequences were then compared to partial 16SrRNA sequences from
GenBank+EMBL+ DDBJ + PDB. The results showed that SU1 is Bacillus licheniformis,
SU3 is Pseudomonas aeruginosa, SU4 is Alcaligenes faecalis strain BC2000, as

determined from NCBI database and BLAST program.





