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The investigation of the optimal quality and quantity in three trematodes species
including the small size Haplorchis taichui, the medium size Opisthorchis viverrini and the large
size Paramphistomum epiclitum using optical method (spectrophotometer at 260 nm) in
3 stages; adult, metacercaria and egg the result showed as follows; the average DNA quantity of
adults 97.22 ng, 3,167.00 ng and 21,382.66 ng respectively; metacercaria of H. taichui was 50.70
ng and eggs stage 3.92 ng, 3.72 ng and 17.53 ng respectively. The High Annealing
Temperature-Random Polymorphic DNA (HAT-RAPD) technique was used for detect optimal
DNA quality and quantity of DNA from different size trematodes. Genomic DNA was ten fold

serials diluted into various concentrations from 1 ng to 1 x 10" ng each dilution was used for_

amplify by using 1 random primer (OPA-09). The result showed that the range of 1 ng to
1x10° ng can used for DNA fingerprint analysis. While the range of 1 x 10* ng-1lx 10" ng
can used for DNA amplification using PCR method. Otherwise, the amounts of DNA of all
trematodes species from 1 adult, 1 metacercaria and 1 egg were amount for the DNA

amplification using PCR method.





