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Descriptive Statistics

Dependent Variable: day14

StarterAge  StarterVol Mean Std. Deviation

7.00 5.00 3.4333 .35119 3
7.00 3.5667 .40415 3
10.00 3.0333 11547 3
Total 3.3444 .36439 9

10.00 5.00 3.6000 .10000 3
7.00 3.5000 .43589 3
10.00 3.0000 .20000 3
Total 3.3667 .37081 9

14.00 5.00 2.6333 .15275 3
7.00 2.6667 .20817 3
10.00 2.7000 .20000 3
Total 2.6667 .16583 9

Total 5.00 3.2222 .48933 9
7.00 3.2444 .53645 9
10.00 29111 .22048 9
Total 3.1259 .44858 27

Levene's Test of Equality of Error Variances(a)
Dependent Variable: day14
F df1 df2 Sig.
2.150 8 18 .085

Tests the null hypothesis that the error variance of the dependent variable is equal across groups.
a Design: Intercept+StarterAge+StarterVol+StarterAge * StarterVol




Tests of Between-Subjects Effects

Dependent Variable: day14

63

Type Il Sum
Source of Squares df Mean Square F Sig.
Corrected Model 3.939(a) 8 492 6.852 .000
Intercept 263.828 1 263.828 | 3671.835 .000
StarterAge 2.850 2 1.425 19.830 .000
StarterVol .625 2 313 4.351 .029
StarterAge * StarterVol 464 4 116 1.613 214
Error 1.293 18 .072
Total 269.060 27
Corrected Total 5.232 26

a R Squared = .753 (Adjusted R Squared = .643)

Estimated Marginal Means

1. StarterAge

Dependent Variable: day14

95% Confidence Interval
StarterAge Mean Std. Error | Lower Bound | Upper Bound
7.00 3.344 .089 3.157 3.532
10.00 3.367 .089 3.179 3.554
14.00 2.667 .089 2.479 2.854

2. StartervVol

Dependent Variable: day14

95% Confidence Interval
Startervol Mean Std. Error | Lower Bound | Upper Bound
5.00 3.222 089 3.035 3.410
7.00 3.244 .089 3.057 3.432
10.00 2.911 .089 2723 3.089




Dependent Variable: day14
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3. StarterAge * Startervol

95% Confidence Interval
StarterAge  StarterVol Mean Std. Error | Lower Bound | Upper Bound
7.00 5.00 3.433 155 3.108 3.758
7.00 3.567 198 3.242 3.892
10.00 3.033 155 2.708 3.358
10.00 5.00 3.600 155 3.275 3.825
7.00 3.500 155 3.175 3.825
10.00 3.000 . 155 2.675 3.325
14.00 5.00 2633 155 2.308 2.958
7.00 2.667 155 2.342 2.992
10.00 2.700 155 2.375 3.025
L
Post Hoc Tests
StarterAge
Kuhiple Comparisons
Dependent Variable: day14
Tukey HSD
Mean
Difference 85% Confidence Interval
() StarterAge  (J) StarterAge (-J) Std. Error Sig. Lower Bound | Upper Bound
7.00 10.00 -.0222 12636 883 -.3447 .3003
14.00 B6778* 12636 .000 3553 1.0003
10.00 7.00 .0222 12636 983 -.3003 3447
14.00 .7000* 12636 .000 3715 1.0225
14.00 7.00 -.B778*% 12636 .000 -1.0003 -.3553
10.00 -.7000* 12636 .000 -1.0225 -3775

Based on observed means.

*. The mean difference is significant at the .05 level.

Homogeneous Subsets

day14
Tukey HSD
N Subset

StarterAge 1 2 L1
14.00 9 2.6667
7.00 9 3.3444
10.00 9 3.3667
Sig. 1.000 983

Means for groups in homogeneous subsets are displayed.

Based on Type lll Sum of SquaresThe error term is Mean Square(Error) = .072.
a Uses Harmonic Mean Sample Size = 9.000. b Alpha = .05.




StarterVol

Dependent Variable: day14
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Multiple Comparisons

Tukey HSD
Mean
Difference 95% Confidence Interval
() Startervol  (J) StarterVol (-J) Std. Error Sig. Lower Bound | Upper Bound
5.00 7.00 -.0222 12636 .983 -.3447 .3003
10.00 3111 12636 .060 -0114 6336
7.00 5.00 0222 12636 .983 -.3003 3447
10.00 3333 12636 .042 .0108 6558
10.00 5.00 =311 12636 .060 -.6336 0114
7.00 -.3333* 12636 .042 -.6558 -.0108

Based on observed means.
*. The mean difference is significant at the .05 level.

Homogeneous Subsets

dayi4
Tukey HSD
N Subset

StarterVol 1 2 1
10.00 9 2911

5.00 9 3.2222 3.2222
7.00 9 3.2444
Sig. .060 .983

Means for groups in homogeneous subsets are displayed.

Based on Type 11l Sum of Squares

The error term is Mean Square(Error) = .072.

a Uses Harmonic Mean Sample Size = 9.000.

b Alpha = .05.
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' Descriptive Statistics

Dependent Variable: CelluloseWeight

StarterAge  StarterVol Mean Std. Deviation

7.00 5.00 218.7667 17.94931 3
7.00 226.1833 16.57618 3
10.00 200.4867 16.54056 3
Total 215.1456 18.67672 9

10.00 5.00 244.0333 36.52368 3
7.00 244.0367 28.59766 3
<10.00 225.3667 29.68849 3
Total 237.8122 29.07627 9

14.00 5.00 156.1633 18.46581 3
7.00 166.1033 13.09451 3
10.00 176.1933 11.02455 3
Total 166.1533 15.28806 9

Total 5.00 206.3211 45.10128 9
7.00 212.1078 39.57600 9
10.00 200.6822 27.79449 9
Total 206.3704 36.98796 27

Levene's Test of Equality of Error Variances(a)

Dependent Variable: CelluloseWeight

F

df1

df2

Sig.

1.900

8

18

123

Tests the null hypothesis that the error variance of the dependent variable is equal across groups.
a Design: Intercept+StarterAge * StarterVol+StarterAge+StarterVol




Tests of Between-Subjects Effects

Dependent Variable: CelluloseWeight

Type Il Sum
Source of Squares df Mean Square [F Sig.
Corrected Model 26495.346(a) 8 3311.918 6.569 .000
Intercept 1149895.704 1| 1149895704 | 2280.663 .000
StarterAge * StarterVol 1760.832 4 440.208 873 499
StarterAge 24147.036 2 12073.518 23.946 .000
StarterVol 587.478 2 293.739 583 .569
Error 9075.484 18 504.194
Total 1185466.533 27
Corrected Total 35570.829 26

a R Squared =".745 (Adjusted R Squared = .631)

Estimated Marginal Means

Dependent Variable: CelluloseWeight

1. StarterAge * StarterVol

95% Confidence Interval
StarterAge  Startervol Mean Std. Error | Lower Bound | Upper Bound
7.00 5.00 218.767 12.964 181.530 246.003
7.00 226.183 12.964 188.947 253420
10.00 200.487 12.964 173.250 227.723
10.00 500 244033 12.964 216.797 271.270
7.00 244037 12.964 216.800 271.273
10.00 225.367 12.964 198.130 252,603
14.00 5.00 '156.163 12.8964 128.927 183.400
7.00 166.103 12.964 138.867 193.340
10.00 176.193 12.964 148.957 203.430
2. StarterAge
Dependent Variable: CelluloseWeight
95% Confidence Interval
StarterAge Mean Std. Error | Lower Bound | Upper Bound
7.00 215146 7.485 199.421 230.870
10.00 237.812 7485 222.087 253.537
14.00 166.153 7.485 150.428 181.878
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3. StarterVol

Dependent Variable: CelluloseWeight

95% Confidence Interval
Startervol Mean Std. Error | Lower Bound | Upper Bound
5.00 206.321 7.485 180.596 222.046
7.00 212108 7.485 1986.383 227833
10.00 200.682 7.485 184.957 216.407
Post Hoc Tests
StarterAge *

Kultiple Comparisons

Dependent Yariahle: CelluloseWeight

Tukey HSD
Mean
Difference 95% Confidence Interval
() StarterAge  {J) StarterAge (I-J) Std. Error Sig. Lower Bound | Upper Bound
7.00 10.00 -22.6667 | 10.58504 108 -49.6814 43481
14.00 48.8922* | 10.58504 001 21.9775 76.0070
10.00 7.00 22.6667 | 10.58504 108 -4.3481 49.6814
14.00 71.65898* | 10.58504 .000 446441 98.6736
14.00 7.00 -48.9922* | 10.58504 .001 -76.0070 -21.9775
10.00 -71.6589* | 10.58504 .000 -98.6736 -44 441

Based on observed means.
*. The mean difference is significant atthe .05 level.

Homogeneous Subsets

CelluloseWeight

Tukey HSD
N Subset
StarterAge 1 2 1
14.00 9| 166.1533
7.00 9 215.1456
10.00 9 237.8122
Sig. 1.000 109

Means for groups in homogeneous subsets are displayed.
Based on Type lll Sum of Squares
The error term is Mean Square(Error) = 504.194.
a Uses Harmonic Mean Sample Size = 9.000.

b Alpha = .05.




StarterVol

Multiple Comparisons

Dependent Variable: CelluloseWeight
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Tukey HSD
Mean
Difference 95% Confidence Interval
() Startervol  {J) Startervol (I-J) Std. Error Sig. Lower Bound | Upper Bound
5.00 7.00 -5.7867 | 10.58504 .849 -32.8014 21.2281
10.00 56389 | 10.58504 .856 -21.3759 32.6536
7.00 5.00 57867 | 10.58504 849 -21.2281 32.8014
10,00 11.4256 | 10.58504 538 -15.5892 38.4403
10.00 5.00 -5.6389 | 10.58504 856 -32.6536 21.3759
7.00 -11.4256 | 10.58504 538 -38.4403 15.5892
Based on observed means.
Homogeneous Subsets
CelluloseWeight
Tukey HSD
N Subset
StarterVol 1 1
10.00 9 200.6822
5.00 9| 206.3211
7.00 9 212.1078
Sig. .538

Means for groups in homogeneous subsets are displayed.

Based on Type Il Sum of Squares
The error term is Mean Square(Error) = 504.194.
a Uses Harmonic Mean Sample Size = 9.000.

b Alpha = .05.
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Descriptives
Thickness g
95% Confidence Interval for
Mean
N Mean Std. Deviation | Std. Error | Lower Bound | Upper Bound | Minimum | Maximum
0 3 567 4155 .0667 .280 854 5 €
5 3 3.100 .3606 .2082 2.204 3.996 AT 34
10 3 2.600 1732 1000 2170 3.030 25 28
15 3 .833 1528 .0882 454 1.213 i 1.0
Total 12 1.775 1.1577 3342 1.039 2511 5 34
ANOVA
Thickness
Sum of
Squares df Mean Square E Sig.
Between Groups 14.349 3 4783 97.282 .000
Within Groups 1393 8 049
Total 14.743 1
Post Hoc Tests
Multiple Comparisons
Dependent Variable: Thickness
Tukey HSD
Mean
Difference 95% Confidence Interval
() SugarConc  (J) SugarConc (-J) Std. Error Sig. Lower Bound | Upper Bound
0 5 -2.5333" 1810 .000 -3.113 -1.954
10 -2.0333* 1810 .000 -2613 -1.454
15 -.2667 1810 494 -.846 313
5 0 2.5333* 1810 .000 1.954 3113
10 5000 1810 093 -.080 1.080
15 2.2667 1810 .000 1.687 2.846
10 0 2.0333* 1810 .000 1.454 2613
5 -.5000 1810 .093 -1.080 . .080
15 1.7667* 1810 .000 1187 2.346
15 0 2667 1810 494 -313 846
5 -2.2667* 1810 .000 -2.846 -1.687
10 -1.7667* 1810 .000 -2.346 -1.187

*. The mean difference is significant atthe .05 level.
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Thickness
Tukey HSD
N Subset for alpha = .05

SugarConc 1 2 1

0 3 567

15 3 833

10 3 2.600
S 3 3.100
Sig. 494 .093

Means for groups in homogeneous subsets are displayed.
a Uses Harmonic Mean Sample Size = 3.000.
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Descriptives
gl
95% Confidence Interval for
Mean
N Mean Std. Deviation | Std. Error | Lower Bound | Upper Bound | Minimum | Maximum
0 3 34.7833 3.46402 1.99995 26.1782 43.3884 31.09 37.96
5 3 | 265.6867 11.26892 6.50612 237.6931 293.6802 253.50 21513
10 3] 199.8200 407076 2.35026 189.8077 210.0323 198553 203.57
15 3 18.2867 4.03586 2.33010 8.2610 283123 14.54 22.56
Total 2 | 1296692 110.73296 | 31.896585 59.3128 200.0255 14.54 271513
ANOVA
q_l
Sum of
Squares df Mean Square F Sig.
Between Groups | 134536.0 3 44845323 | 1043.841 .000
Within Groups 343.695 8 42962
Total 1348797 11




Post Hoc Tests

Dependent Variable: g_|
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Multiple Comparisons

Tukey HSD
Mean
Difference 95% Confidence Interval
() SugarConc  (J) SugarConc (-J) Std. Error Sig. Lower Bound | Upper Bound
0 5 -230.90333*| 5.35175 .000 -248.0415 -213.7651
10 -165.13667* 5.35175 .000 -182.2749 -147.9985
15 16.49667 535175 .059 -6415 33.6348
5 ] 230.90333*| 5.35175 .000 213.7651 248.0415
10, 65.76667*| 5.35175 .000 48.6285 82.9049
15 247.40000% 5.35175 .000 230.2618 264.5382
10 0 165.13667* 535175 .000 147.9985 182.2749
5 -65.76667* 5.35175 .000 -82.9049 -48.6285
15 181.63333* 5.35175 .000 164 4951 188.7715
15 0 -16.49667 535175 .058 -33.6349 6415
5 -247.40000* 5.35175 .000 -264.5382 -230.2618
10 -181.63333* 535175 .000 -198.7715 -164.4951
*. The mean difference is significant at the .05 level.
Homogeneous Subsets
g_l
Tukey HSD
N Subset for alpha = .05
SugarConc 1 2 3 1
16 3 18.2867
0 3 34.7833
10 3 199.9200
S 3 265.6867
Sig. .059 1.000 1.000

Means for groups in homogeneous subsets are displayed.
a Uses Harmonic Mean Sample Size = 3.000.
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Descriptives
Acidity
95% Confidence Interval for
Mean
N Mean Std. Deviation | Std. Error | Lower Bound | Upper Bound | Minimum | Maximum
0 3 .2933 .03215 .01856 2135 3732 .27 .33
5 3 .3667 .02887 .01667 .2950 4384 35 40
10 3 .4867 .00577 .00333 4723 5010 .48 49
15 3 6767 .03055 .01764 .6008 7526 65 A
Total 12 4558 45312 .04420 .3585 5531 27 RA
4
ANOVA
Acidity
Sum of
Squares df Mean Sguare F Sig.
Between Groups 252 3 .084 118.694 .000
Within Groups .006 8 .001
Total .258 1
Post Hoc Tests
Multiple Comparisons
Dependent Variable: Acidity
Tukey HSD
Mean
Difference 95% Confidence Interval

() SugarConc  (J) SugarConc (I-J) Std. Error Sig. Lower Bound | Upper Bound
0 5 -.07333* 02173 .033 -1429 -.0037

10 -.18333* 02173 .000 -.2629 -1237

15 -.38333* 02173 .000 -.4529 -.3137
5 D .07333* 02173 .039 0037 1429

10 -.12000* 02173 .002 -.1886 -.0504

15 -.31000* 02173 .000 -.3796 -.2404
10 0 19333 02173 .000 1237 .2629

5 12000* 02173 .002 0504 1886

15 -.19000* 02173 .000D -.2596 -.1204
15 0 .38333* 02173 .000 3137 4529

5 .31000* 02173 .000 2404 3786

10 .13000* 02173 .000 1204 .2596

*.The mean difference is significant atthe .05 level.
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Homogeneous Subsets
Acidity

Tukey HSD

N Subset for alpha = .05
SugarConc 1 2 3 4 1

0 2933
5

10

15 6767
Sig. 1.000 1.000 1.000 1.000

Means for groups in homogeneous subsets are displayed.
a Uses Harmonic Mgaan Sample Size = 3.000.

.3667
.4867
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Descriptives
pH
95% Confidence Interval for
Mean
N Mean Std. Deviation | Std. Error | Lower Bound | Upper Bound | Minimum | Maximum
0 3 4.2700 .05292 .03055 41386 4.4014 423 433
5 3 4.1433 03215 .01856 4.0635 42232 412 418
10 3 41600 .03464 .02000 4.0739 4.2461 412 418
15 3 4.0367 .05508 .03180 3.8999 41735 4.00 410
Total 12 41525 .09450 .02728 4.0925 42125 400 433
ANOVA
pH
Sum of
Squares df Mean Square F Sig.
Between Groups .082 3 027 13.569 .002
Within Groups 018 8 .002
Total 098 1




Post Hoc Tests

Dependent Variable: pH
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Multiple Comparisons

Means for groups in homogeneous subsets are displayed.
a Uses Harmonic Mean Sample Size = 3.000.

Tukey HSD
Mean
Difference 95% Confidence Interval
() SugarConc  (J) SugarConc (J) Std. Error Sig. Lower Bound | Upper Bound
0 5 12667 .03667 .035 .0092 2441
10 11000 .03667 .067 -.0074 2274
15 23333 .03667 .001 1159 .3508
5 . O -12667 .03667 035 -.2441 -.0092
10 -.01667 .03667 967 -134 1008
15 10667 03667 .076 -.0108 2241
10 0 -.11000 .03667 .067 -2274 .0074
5 .01667 .03667 867 -1008 1341
15 12333 .03667 .040 .0059 .2408
15 0 -.23333" .03667 .001 -.3508 -1159
5 -10667 .03667 .076 -.2241 .0108
10 -12333F .03667 .040 -.2408 -.0059
*. The mean difference is significant at the .05 level.
Homogeneous Subsets
pH
Tukey HSD
N Subset for alpha = .05
SugarConc 1 2 3 1
15 3 4.0367
5 3 4.1433 4.1433
10 3 4.1600 4.1600
0 3 4.2700
Sig. .076 967 067
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Descriptives
CelluloseYeild
95% Confidence Interval for
Mean
N Mean Std. Deviation | Std. Error | Lower Bound | Upper Bound | Minimum | Maximum
5 3 | 2656867 11.26892 6.50612 237.6931 293.6802 253.50 275.73
10 3 | 199.9200 4.07076 2.35026 189.8077 210.0323 195.53 20357
15 3 18.2867 4.03586 2.33010 8.2610 28.3123 14.54 22.56
Total 9 | 161.2978 111.15438 | 37.05146 75.8570 246.7386 14.54 27573
ANOVA

CelluloseYeild

Sum of

Squares df Mean Sguare F Sig.
Between Groups |98522.682 2 49261.341 924529 .000
Within Groups 319.696 ) 53.283
Total 938842.378 3

Post Hoc Tests

Multiple Comparisons

Dependent Variable: CelluloseYeild

Tukey HSD
Mean
Difference 95% Confidence Interval
() Sucrose  {J) Sucrose (-J) Std. Error Sig. Lower Bound | Upper Bound
5 10 65.76667* | 596001 .000 47.4797 84.0536
15 247.40000* | 5.96001 .000 229.1130 265.6870
10 5 -65.76667* | 5.96001 .000 -84.0536 -47.4797
15 181.63333*| 5.96001 .000 163.3464 199.9203
15 5 -247.40000* | 5.96001 000 -265.6870 -22891130
10 -181.63333* | 5.96001 .000 -198.9203 -163.3464

*. The mean difference is significant atthe .05 level.




Homogeneous Subsets

il

CelluloseYeild
Tukey HSD
Subset for alpha = .05
Sucrose 2 3 1
15 3 18.2867
10 3 199.9200
S 3 265.6867
Sig. 1.000 1.000 1.000

Means for groups in homogeneous subsets are displayed.
a Uses Harmonic Mean Sample Size = 3.000.

4
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Descriptives
Yield
95% Confidence Interval for
Mean
N Mean Std. Deviation | Std. Error | Lower Bound | UpperBound | Minimum | Maximum
5 3 | 531.3733 2253785 | 13.01223 475.3862 587.3604 507.00 551.46
10 3 | 199.9200 407076 235026 1898077 210.0323 19553 203.57
15 3 121933 2.68748 155162 55173 18.8694 970 15.04
Total 9 | 247.8289 227.95662 | 75.98556 726059 423.0519 9.70 551.46
ANOVA
Yield
Sum of
Squares df Mean Square B Sig.
Befivesn Gravps s 2| 207325243 | 1169.681 000
Within Groups 1063.496 6 177.249
Total 415713.98
> 8




Post Hoc Tests

Dependent Variable: Yield
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Multiple Comparisons

Tukey HSD
Mean
Difference 95% Confidence Interval

(I) Sucrose  (J) Sucrose (-J) Std. Error Sig. Lower Bound | Upper Bound
5 10 331.45333* | 10.87043 .000 298.0999 364.8068
15 519.18000* | 10.87043 .000 4858265 552.5335
10 5 -331.45333* | 10.87043 .000 -364.8068 -298.0999
15 187.72667* | 10.87043 .000 154.3732 221.0801
15 5 -519.18000* | 10.87043 .000 -552.5335 -485.8265
(10 -187.72667* | 10.87043 .000 -221.0801 -154.3732

*. The mean difference is significant at the .05 level.

Homogeneous Subsets

Yield
Tukey HSD
N Subset for alpha = .05
Sucrose 1 2 3 1
15 3 12.1933
10 3 199.9200
S) 3 531.3733
Sig. 1.000 1.000 1.000

Means for groups in homogeneous subsets are displayed.
a Uses Harmonic Mean Sample Size = 3.000.
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Group Statistics
Std. Eror
pH N Mean Std. Deviation Mean
CelluloseThickness 4 3 1.3667 05774 03333
5 3 6333 .92376 53333
mdependent Samples Test
) Levene's Test for
Equality of Variances Hest for Equality of Means
95% Confidence
Interval of the
Mean Std. Error Difference
F Sig. 1 df Sig. (2-tailed) | Difference | Difference Lower Upper
CelluloseThickness  Equalvariances
Nesivey 14.008 020 998 4 375 53333 53437 -95033 | 2.01699
Equal variances
nolessadd 998 2016 423 53333 53437 | -1.74890 | 2.81556
13 b
\ =B \ o w i
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Group Statistics
Std. Error
pH N Mean Std. Deviation Mean
Cellulosewt 4 3 86.153 16.8632 9.7360
5 3 69.570 57.8284 | 333872
Independent Samples Test
Levene's Test for
Equality of Variances +est for Equality of Means
95% Confidence
Interval of the
Mean Std. Error Difference
F Sig. t df Sig. (2-tailed) | Difference | Difference Lower Upper
CelluloseWt  Equalvariances
Jesumed 7.303 054 a77 4 658 16.5833 347778 | -79.9754 | 1131420
Equal variances R 7
rgtAsSOMed 477 2338 674 16.5833 347778 |-114.1335 | 147.3002
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Gioup Statistics
Std. Error
pH N Mean Std. Deviation Mean
Acidity 4 3 .8933 07371 .04256
5 3 1.0400 .09849 .05686
ndependemt Samples Test
Levene’s Test for
Equality of Variances Hest for Equality of Means
95% Confidence
Interval of the
4 Mean Std. Error Difference
B Sig. t df Sig. (2-tailed) | Difference | Difference Lower Upper
Acidity  Equalvariances
Seohimed .389 567 -2.065 4 108 -.14667 .07102 -.34386 .05053
Equal variances
hotassiimed -2.065 3.705 13 -.14667 .07102 -.35020 .05687

224 HAANUUANAIIYEY pH Na WA pH Y93I0I1MI510891¥0

Group Statistics
Std. Error

pH N Mean Std. Deviation Mean
pHBroth 4 3 47220 00557 00321

5 3 46693 23391 13505

Independent Samples Test
Levene's Test for
Equality of Variances ttest for Equality of Means
95% Confidence
Interval of the
Mean Std. Error Difference
F Sig. 1 df Sig. (2-tailed) | Difference | Difference Lower Upper

pHBroth  Equal variances _

assiimed 13.942 020 390 4 116 .05267 13508 -.32239 42772

Equal variances

nibacsimed .390 2.002 734 05267 13508 -52792 63326

=} v a d’ b4 d' U \
225  ulssumsuiesazwanannla Nszau pH A1eq

Group Statistics
. Std. Error
pH N Mean Std. Deviation Mean
PersentYield 4 3| 279.5533 13.70113 7.91035
5 3| 216.1233 12.67656 7.31882
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Independent Samples Test
Levene's Test for
Equalily of Variances ttest for Equality of Means
; 95% Confidence
Interval of the
Mean Std. Enror Difference
F Sig. t of Sig. (2-tailed) | Difference | Difference Lower Upper
PersentYield Equalvariances
p .009 929 5.886 4 004 | 6343000 | 10.77677 | 33.50890 | 93.35110
assumed
Equalvariances B
notassIed 5.886 3976 004 | 63.43000 | 1077677 | 33.43776 | 9342224

; R " v EIIRE F
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UV

Descriptives
Thickness
95% Confidence Interval for
Mean
N Mean Std. Deviation | Std. Error | Lower Bound | Upper Bound | Minimum | Maximum
1 3 2.067 0577 0333 1.923 2.210 20 21
2 3 2933 .2082 1202 2416 3.450 27 31
3 3 2.033 0577 0333 1.890 2177 20 21
4 3 2.633 1155 .0667 2.346 2.920 25 27
Total 12 2417 4130 1182 2154 2.679 20 34
ANOVA
Thickness
Sum of
Squares df Mean Square Sig.
Between Groups 1.750 3 583 36.842 .000
Within Groups 127 3 .016
Total 1.877 1




Post Hoc Tests
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Multiple Comparisons

Dependent Variable: Thickness

Tukey HSD
Mean
Difference 95% Confidence Interval
it (Jyrt (-J) Std. Error Sig. Lower Bound | Upper Bound
1 2 -.8667* 1027 .000 -1.196 -.538
B .0333 1027 887 -.296 .362
4 -.5667* 1027 .003 -.896 -.238
2 1 .8667* 1027 .000 538 1.186
3 .8000* 1027 .000 BT 1.229
4 .3000 1027 074 -.028 629
3 1 -.0333 1027 887 -.362 296
2 -.9000* 1027 .000 -1.229 -571
4 -.6000" 1027 .002 -.829 -.2Nn
4 1 5667 1027 .003 238 .896
2 -.3000 1027 074 -629 029
3 .6000* 1027 .002 271 928

*. The mean difference is significant atthe .05 level.

Homogeneous Subsets

Thickness
Tukey HSD
Subset for alpha = .05

trt 2 1
3 3 2.033

3 2.067
4 3 2.633
2 3 2.933
Sig. 987 074

Means for groups in homogeneous subsets are displayed.

a Uses Harmonic Mean Sample Size = 3.000.
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Descriptives
Weight
95% Confidence Interval for
Mean
N Mean Std. Deviation | Std. Error | Lower Bound | UpperBound | Minimum | Maximum
1 3 | 608.9033 4986994 28.79242 485.0195 7327871 575.61 666.24
2 3 | 747.2700 37.03510 | 21.38222 655.2697 839.2703 706.53 778.90
3 3 | 776.6433 20.28434 11.71117 726.2542 827.0324 757.27 797.73
4 3 | 869.0200 17.07490 9.85820 826.6036 911.4364 85283 886.86
Total 12 | 750.4592 101.57610 29.32250 685.9208 814.8975 575.61 886.86
4
ANOVA
Weight
Sum of
Squares df Mean Square F Sig.
Between Groups 1043715 3 34780.507 30.507 .000
Within Groups 9123231 3 1140.404
Total 1134948 1
Post Hoc Tests
Multiple Comparisons
Dependent Variahle: Weight
Tukey HSD
Mean .
Difference 95% Confidence Interval
() trt () it (-J) Std. Error Sig. Lower Bound | Upper Bound
1 2 -138.36667*| 27.57298 .005 -226.6651 -50.0683
3 -167.74000%| 27.57298 001 -256.0384 -79.441B
4 -260.11667%| 27.57298 .00D -348.4151 -171.8183
2 1 138.36667*| 27.57298 .005 50.0683 226.6651
3 -29.37333 2757298 718 1176717 58.9251
4 -121.75000% | 27.57298 D10 -210.0484 -33.45186
3 1 167.74000%| 27.57298 001 79.4416 256.0384
2 29.37333 27.57298 719 -58.9251 117.6717
4 -92.37667*| 27.57298 RIEY] -180.6751 -4.0783
4 1 260.11667*| 27.57298 .0oo 171.8183 348.4151
2 121.75000%| 27.57298 0n10 33.4516 210.0484
3 092.37667%| 2757298 N4 40783 180.6751

*. The mean difference is significant at the .05 level.




Homogeneous Subsets
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Weight
Tukey HSD
N Subset for alpha = .05
trt 1 2 3 1
1 3| 608.9033
2 3 747.2700
3 3 776.6433
4 3 869.0200
Sig. 1.000 719 1.000

Means for groups in homogeneous subsets are displayed.
a Uses Hamtonic Mean Sample Size = 3.000.

3.3 waveannun Nahamyus Nawanennuwinveuvaglaa

Group Statistics
Std. Error
Container N Mean Std. Deviation Mean
Thickness 1 6 2.500 4940 2017
2 6 2.333 .3386 1382
Independent Samples Test
Levene's Test for
Equalily of Variances t-test for Equality of Means
35% Confidence
Interval of the
Mean Std. Error Difference
F Sig. i dof Sig. (2-tailed) | Difference | Difference Lower Upper
Thickness  Equal variances
assumed amMm 067 682 10 MM 1667 2445 -3781 RARES
Equal variances
nalassumed 682 8.849 513 1667 2445 -.3879 212
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3.3 wavesnnunNthamvyus Nawaneshmimraglaa

Group Statistics

Std. Error
Container N Mean Std. Deviation Mean
Weight 1 6| 276.7717 35.05920 | 14.31286
2 6 238.0683 23.35252 9.53363
Independeit Samples Test
A Levene's Test for
Equality of Variances tHest for Equality of Means
95% Confidence
Interval of the
Mean Std. Eror Difference
F Sig. 1 df Sig. (2-failed) | Difference | Difference Lower Upper
Weight  Equal variances
assumed 845 380 2251 10 048 3870333 1719732 38531 | 77.02136
Equal variances
nolassumed 2.251 8.707 052 3870333 1719732 -40017 | 77.80684
a A dan
3.4 Nﬂ‘llﬂxiﬂ’ﬂﬂ@x‘ﬂl’ﬂ&?ﬂﬂﬁmtj\‘l!‘lﬁ') NnunNod mmwmwag’iaa
Group Statistics
Std. Error
Depth N Mean Std. Deviation Mean
Thickness .50 6 2.050 .0548 0224
75 6 2.783 2229 .0910
Independent Samples Test
Levene's Test for
Equality of Variances tHest for Equality of Means
35% Confidence
Interval of the
Mean Std. Enor Difference
F Sin. 1 df Sig. (2-tailed) | Difference | Difference Lower Upper
Thickness  Equalvariances
At 8.344 016 -1.827 10 000 -1333 0937 -9421 - 5246
Equalvariances
notassumed 7827 5.602 000 -.7.333 0937 - 9666 -5001
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3.5 HAYBINNNGIVRIDIMISABATD Nilnerihmiinsaglaa

Group Statistics

Std. Error
Depth N Mean Std. Deviation Mean
Weight .50 6| 281.6667 29.83357 | 12.17950
75 6| 233.1733 19.29384 7.87668
Independent Samples Test
Levene's Test for
¢ Equality of Variances Hest for Equality of Means
95% Confidence
Interval of the
Mean Std. Error Difference
F Sig. t df Sig. (2tailed) | Difference | Difference | Lower Upper
Weight  Equalvariances
- 845 380 3343 10 007 | 4849333 | 1450456 | 16.17515 | 80.81152
Equal variances
i 3343 8560 008 | 4849333 | 1450456 | 1542266 | 8156401
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Descriptives
Appearance
95% Confidence Interval for
Mean
N Mean Std. Deviation | Std. Error | Lower Bound | Upper Bound | Minimurn | Maximum
486 L 50 3.30 974 138 3.02 3.58 1 5
562 50 3.56 1.013 143 327 385 1 5
788 50 3.56 .884 25 8.3 3.81 1 5
Total 150 3.47 .960 078 3.32 3.63 1 5
ANOVA
Appearance
Sum of
Squares df Mean Square E Sig.
Between Groups 2:253 2 1127 1.226 297
Within Groups 135.140 147 919
Total 137.393 149
Post Hoc Tests
Multiple Comparisens
Dependent Variable: Appearance
Mean
Difference 95% Confidence Interval
() Sample  {J) Sample (-J) Std. Error Sig. Lower Bound | Upper Bound
Tukey HSD 486 562 -.260 192 367 -71 A9
788 -.260 492 367 -7 19
562 486 .260 192 .367 -19 1
788 .000 192 1.000 -.45 45
788 486 .260 192 .367 -19 1
562 .000 192 1.000 -.45 45
LSD 4386 562 -.260 192 A77 -.b4 12
788 -.260 192 A7 -.B4 A2
562 486 , .260 192 ATT -12 64
788 .000 192 1.000 -.38 .38
788 486 .260 192 AT -12 64
562 .000 192 1.000 -.38 .38




Homogeneous Subsets
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Appearance
Subset
for alpha
=.05

Sample N 1
Tukey HSD2 486 50 3.30
562 50 3.56
788 50 3.56
Sig. .367
Duncana 486 50 3.30
¢« 562 50 3.56
783 50 3.56
Sig. 204

Means for groups in homogeneous subsets are displayed.
A. Uses Harmonic Mean Sample Size = 50.000.

2) ANUUNVDIN

Descriptives
Sofiness
95% Confidence Interval for
Mean
N Mean Std. Deviation | Std. Error | Lower Bound | Upper Bound | Minimum | Maximum
436 50 3.56 861 122 332 3.80 2 5
562 50 372 970 137 3.44 4.00 1 5
788 50 358 .992 140 3.30 3.86 1 5
Total 150 3.62 939 077 347 377 1 5
ANOVA
Softness
Sum of
Squares df Mean Square F Sig.
Between Groups 760 2 .380 428 653
Within Groups 130.580 147 .888
Total 131.340 149
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Post Hoc Tests
Multiple Comparisons
Dependent Variable: Softness
Mean
Difference 95% Confidence Interval
() Sample _ {J) Sample (-J) Sid. Error Sig. Lower Bound | Upper Bound
TukeyHSD 486 562 -160 188 873 -.61 .29
788 -.020 188 894 -.47 43
562 486 160 188 B73 -.29 .61
788 . 140 .188 738 -.31 .59
788 486 .020 .188 994 -.43 47
562 -140 188 738 -.59 31
LSD 486 562 -.160 188 397 -.53 21
788 -.020 188 916 -.39 .35
562 : 486 160 .188 .397 =21 53
© 788 140 188 459 =23 51
788 486 .020 188 916 -.35 .39
562 -140 188 459 -.51 .23
Homogeneous Subsets
Softness
Subset
for alpha
= .05
Sample N 1
TukeyHSD3 4386 50 3.56
788 50 358
562 50 372
Sig. B73
Duncan3 486 50 3.56
788 50 3.58
562 50 3.72
Sig. 428

Means for groups in homogeneous subsets are displayed.
2. Uses Harmonic Mean Sample Size = 50.000.
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Descriptives
Tender
95% Confidence Interval for
Mean
N Mean Std. Deviation | Std. Error | Lower Bound | Upper Bound ! Minimum | Maximum
486 50 3.44 733 104 3.23 3.65 2 5
562 50 3.64 875 124 3.39 3.89 2 5
788 50 3.50 678 .096 3.31 3.69 2 5
Total 150 353 .766 063 3.40 3.65 2 5
ANOVA
Tender 3
\Sum of
Squares df Mean Square F Sig.
Between Groups 1.053 2 527 897 410
Within Groups 86.340 147 587
Total 87.393 149
Post Hoc Tests
Multiple Comparisons
Dependent Variable: Tender
Mean
Difference 95% Confidence Interval
() Sample  {J) Sample {I-J) Std. Error Sig. Lower Bound | Upper Bound
TukeyHSD 486 562 -.200 1583 395 -56 16
788 -.060 153 919 -42 30
562 486 .200 153 .395 -16 56
788 140 153 633 -22 50
788 486 .060 153 919 -.30 42
562 -140 153 633 -50 22
LSD - 486 562 -.200 1583 194 -50 A0
788 -.060 153 .696 -.36 24
562 4386 200 153 194 -10 A0
788 140 183 .363 -16 44
788 486 060 153 696 -24 36
562 -140 .63 363 -.44 1B




Homogeneous Subsets

Tender

Subset
for alpha

=05

Sample N 1
Tukey HSD2 486 50 3.44
788 50 3.50
562 50 3.64
Sig. 395
Duncan3 486 50 3.44
788 50 3.50
562 50 3.64
¢ Sig. 222

91

Means for groups in homogeneous subsets are displayed.

3. Uses Harmonic Mean Sample Size = 50.000.
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Descriptives
AflerTaste
85% Confidence Interval for
Mean
N Mean Std. Deviation | Std. Error | Lower Bound Upper Bound | Minimum | Maximum
486 50 334 .823 1186 31 3.57 1 5
562 50 352 .863 122 327 3.77 2 5
788 50 322 910 129 296 3.48 1 5
Total 150 3.36 .869 .071 3.22 3.50 1 5
ANOVA
AfterTaste
Sum of
Squares df - Mean Square F Sig.
Between Groups 2.280 2 1.140 1.520 222
Within Groups 110.280 147 750
Total 112.560 149
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Post Hoc Tests

Multiple Comparisons

Dependent Variahle: AfterTaste

Mean
Difference 95% Confidence Interval
() Sample  {J) Sample {I-J) Std. Error Sig. Lower Bound | Upper Bound
Tukey HSD 486 562 -180 73 553 -59 .23
788 120 173 .768 -28 53
562 486 180 A73 553 -23 : .59
788 .300 13 197 -11 i
788 486 -120 173 .768 -53 .29
562 -.300 A73 197 -7 M
LSD 486 562 -180 A73 .300 -52 16
L 788 - 120 173 .490 -22 46
562 486 180 173 .300 -16 52
788 300 173 .085 -.04 B4
788 486 -120 173 490 -.46 22
562 -.300 173 .085 -.64 .04
Homogeneous Subsets
AfterTaste
Subset
for alpha
=.05
Sample N 1
Tukey HSD3 788 50 3.22
- 486 50 3.34
562 50 3.52
Sig. 197
Duncana 788 50 3.22
486 50 3.34
562 50 352
Sig. 104

Means for groups in homogeneous subsets are displayed.
a. Uses Harmonic Mean Sarnple Size = 50.000.
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Descriptives
OverallAccept
95% Confidence Interval for
Mean
N Mean Std. Deviation | Std. Emor | Lower Bound | UpperBound | Minimum | Maximum
486 50 3.50 763 108 328 372 1 5
562 50 3.90 789 12 368 412 2 5
788 50 3.54 973 138 326 3.82 1 5
Total 150 3.65 .860 .070 3.51 3.78 1 5
‘ ANOVA
OverallAccept L
Sum of
Squares df Mean Square F Sig.
Between Groups 4853 2 2.427 3.384 037
Within Groups 105.420 147 &
Total 110.273 149
Post Hoc Tests
Multiple Comparisons
Dependent Variable: OverallAccept
Mean
Difference 95% Confidence Interval
() Sample  (J) Sample (-J) Std. Error Sig. Lower Bound | Upper Bound
TukeyHSD 486 562 -.400 169 .051 -.80 .00
788 -.040 169 970 -.44 .36
562 486 400 169 .051 .00 .80
788 -.360 169 .088 -.04 76
788 486 040 169 .970 -.36 44
562 -.360 169 .088 -76 .04
LSD 486 562 -.400* 169 .020 -73 -.07
788 -.040 168 814 -.37 .29
562 486 400" 169 .020 .07 3
788 .360* 169 .035 .03 69
788 486 040 169 814 -.29 37
562 -.360" 169 .035 -.69 -.03

*. The mean difference is significant at the .05 level.




Homogeneous Subsets
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OverallAccept
Subset for alpha= .05
Sample N 1 2
TukeyHSD2 486 50 350
788 50 3.54
562 50 3.90
Sig. .051
Duncana 486 50 3.50
788 50 3.54
562 50 380
Sig. 814 1.000

Means for groups in homogeneous subsets are displayed.

a. Uses I-?armopic Mean Sample Size = 50.000.
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