Abstract 173916

Random heptapeptide library displayed by bacteriophage T7 was used to characterize epitopes of
the monoclonal antibodies clone LF9 and LD5 which specific to all members'of the genus
Leptospira, and specific only to the pathogenic species respectively. Bound phages were selected,
followed by PCR and DNA-sequencing of inserted peptide sequences. Binding specificity of bound
phages were confirmed by ELISA. Considering all the deduced amino acid sequences of phage
reacting with the LD5 antibody, the consensus motif -LTPCDN- appeared. Interestingly, among
forty-two percent of selected phage reacting with the LD5 monoclonal antibody, the consensus
sequence of the displayed peptides corresponded to a segment of hypothetical protein of
Leptospira interrogans serovar lai strain 56601. Considering all the deduced amino acid sequences
of phage reacting with the LF9 antibody, the consensus motif -VLKKNRP- and -CLP- appeared. In
phage reacting with the LF9 monoclonal antibody the deduced amino acid sequence of the
displayed peptides comesponded to putative multi-domain beta keto-acyl synthase of
Streptomyces coelicolor A3. The results demonstrate that T7 phage display technique has potential
for display of peptides and for rapid analysis of the interactions between these peptides with
monoclonal antibodies. The finding -LTPCDN- peptide can be further tested to use as candidate

leptospirosis vaccine.
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