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Abstract TE135655

Burkholderia pseudomallei, Burkholderia mallei and Burkholderia thailandensis are in
the same genus and share some interesting properties. The former species is the zoonostic
agent of glander, while the second is an etiologic agent of melioidosis. Due to B.
pseudomallei (Ara’) has more virulent than B. thailandensis (Ara+), thus the studying of
differential gene expressed in virulence factors has been performed. The studying of whole
cells protein patterns in SDS-PAGE and 2-D gel electrophoresis reveqled the differentially
expressed of some proteins between the different growth stages and 'between these two
different species at the same growth stage (5th and 12" hr). The information of protein
patterns used to be a preliminary data in the studying of gene expression, which performed
by the new technique, Differential display RT-PCR (DDRT-PCR). In this report, the entire
ceding sequence of a franspesase-like gene was first identified in Burkholderia pseudomallei
NF10/38. The gene was 100% homologous to the Tn10 transposase gene from Salmonella
typhi. In order to compare the gene localization among the three species (B. mallei, B.
pseudomaiiei and B. thailandensis), Southern blot hybridization was performed. The
hybridization pattern revealed differences in gene distribution and in copy number with the
virulent species showing a higher copy number than in the non-virulent species. This finding
indicate an indirect relationship between a transposase and the viruient nature of the
bacteria. In addition, we also study a functional sigma S gene function in Burkholderia
pseudomaliei. The gene sequence was picked up from genome database of B. pseudomallei
and was used for gene knock out to produce a mutant B. pseudomallei. The sigma S factor
i3 & reguiator protein that involves in the regulation of the bacteria survival in acid condition.
The gene therefore should be a key factor for regulation of other virulence factors of the

bacteria.



