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Genetics of antibiotic resistance, species and numbers of probiotic bacteria isolated from 13
probiotic products that are commercially avaitable for food animals in Thailand were determined. The
bacteria of interest in this study included Lactobacillus, Bacillus, and Enterococcus. The presence of
genes encoding resistance to tetracycline (tetK, tetl, tetM, tetO, tetS, tetW), aminoglycosides
(aadE), erythromycin (ermA, ermB, ermC) and vancomycin (vanA, vanB, vanC) was investigated. The
results revealed that each product has at least one flaw. The most common problem was the wrong
nomenclature. Plasmid was identified in both Lactobacillus (22%) and Bacillus (2.5%) but antibiotic
resistance transferability was not observed. One Lactobacillus carried vanA as one Bacillus
harbored both tefW and vanA. Sine these two strains did not have plasmid, their resistance genes
could not be transferred via conjugation. In addition, the vanA genes was determined in
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