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ABSTRACT

Diversity of Agarics mushroom at Phu Krating waterfall, Phutoei National Park,
Suphanburi province was studied from August 2008 to February 2009. Fifth-three specimens
were collected and identified in 10 families, 18 genera and 17 species. Amanita cf.
populiphila Tulloss & Moses and Gymnopilus penetrans (Fr. ex Fr.) Murr. are new recorded for
Thailand. Thirty one specimens could not be identified at species level. Of these, 11 species
are edible (Amanita hemibapha, A. princes, A. Vaginata, Clitocybe sp. (KS0814), Clitocybe
sp. (KS0818), Hygrocybe miniata, Russula alboareolata, R. cyanoxantha, R. flavida,
Termitomyces clypeatus and Tricholoma crassum), but 2 species are poisonous (A. virosa
and Gymnopilus penetrans). 28S rDNAs were amplified by PCR technique and DNA
fragments from 20 specimens could be generated. The 28S rDNA fragments were
sequenced and compared with known sequences in database. The phylogenetic relationship
revealed that morphological characteristics of the Agaric mushrooms are agree with 28S
rDNA sequences. Merely 5 specimens could be pure isolated and 4 samples (Cortinarius sp.
KS0808, Lentinus sp. KS0882, Marasmius sp. KS0812 and Psathyrella sp. KS0811) grew well
on culture media. Methanal, ethyl acetate and hexane extracts form mycelial cultures of the 4
mushrooms were test for growth inhibition of pathogenic microorganisms (Bacillus cereus,
Escherichia coli, Enterococcus faecalis, Proteus mirabilis, Salmonella  thyphimurium
Staphylococcus aureu, Micrococcus luteus and Cannida albican), but none could prevent the

growth of tested microorganisms.
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