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Transformation of glutinous rice cv. RD 6 using MATVS ((Multi-Auto-
Transformation Vector System) was studied to produce marker-free transgenic rice. In
this study, transformation of indica rice cv. RD 6 and japonica rice cv. Kitaake was
performed using Agrobacterium tumefaciens strain EHA105 harboring plasmid pMAT21
This plasmid contains genes for isopentenyl transferase (ipt) as a selectable marker
gene, B — glucuronidase (gus) as a reporter gene and /acZ gene as a gene of interest.
The results showed that transformation of both rice varieties was successful. The results
from GUS assay showed blue spots on RD 6 and Kitaake calli after co-culﬁvation about
55.88 and 92.96 percents, respectively. When the calli were cultured on selective
medium, the surviving calli of RD 6 and Kitaake were obtained about 89.23 and 90.52
percents, respectively. The percentage of shoot formation from RD 6 and Kitaake calli
was 16.69 and 12.22 percents, respectively. The plantlets were regenerated from RD 6
and Kitaake calli at 53.33 and 16.66 percents, respectively. All transformed RD 6 rice
plants showed GUS negative. PCR analysis of the transformed RD 6 plants showed the
expected amplified fragments of lacZ gene whereas the amplified fragments of ipt gene
were not.found. The PCR results indicated that the RD 6 transgenic rice contained lacZ
gene inserted into their genome without the marker ipt gene. Shoot apex transformation
of RD 6 and Kitaake using A. tumefaciens EHA105 (pMAT21) was studied. The shoots
of RD 6 and Kitaake showed blue spots about 52.36 and 53.94 percents, respectively.
Overall results indicated that marker-free transformation system of Thai rice was

successful.





