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The objectives of this study were to determine the existance of urovirulence associated genes of
uropathogenic Escherichia coli (uropathogenic E. coli, UPEC) and determine its association with hematuria, to study
the prevalence of UPEC infection and to identify the antimicrobial susceptibitity in canine urinary tract infections.
Urine samples were collected via cystocentesis or urethral catheterization from 105 dogs with urinary tract infections
presented to Small Animal Hospital, Faculty of Veterinary Science, Chulalongkorn University. The samples were
subjected to urinalysis, urine culture, determination of the urovirulence associated gene by the multiplex polymerase
chain reaction (multiplex PCR) and antimicrobial susceptibility testing (agar dilution technique). The results
revealed that spay females dogs with hematuria had highest prevalence to have E. coli urinary tract infection. Dogs
who suffered form E. coli infection had significantly higher levels of means urine specific gravity, glucose, blood’s
levels and white blood cell in urine than uninfected groups (p<0.05). Twenty-one isolates of UPEC were obtained
and at least one urovirulence associated gene was found in each isolate. The aer gene found in UPEC isolates had
the significant correlation with E. coli urinary tract infection in dogs (p<0.05). The antimicrobial susceptibility
reveals that UPEC was susceptible to amikacin (100%) and ceftriazone (42.9%) and resisted to amoxicillin and
ampicillin (100%), trimethoprim/sulphamethbxazole (81%), doxycycline (76.2%), enrofloxacin (71.4%), cephazolin
(66.7%), norfloxacin (61.9%) and gentamicin (52.4%). These results indicated that UPEC was the most common in
canine urinary tract infection. The particular urovirulence associated genes (aer, cnf, pap and sfa) appear frequently
in combination with canine UTI E. coli strains. The simultaneous presence of these genes points to the presence of

pathogenicity islands (PAls) that may play an important role in enhancement of the virulence of UPEC.





