215094

dnalawtiulszasasiaafiadisninares Arabidopsis thaliana (E4APRT) lalawaf
fwwilunanafises Arabidopsis thaliana viingdnifslaeld Agrobacterium tumefaciens
EHA101 Rfinandfin pBIH1/APRT Iidudauings 267 & an cotyledon segment 41121
2,119 Fu it 8 Fusnursanusiaannfiouslatnsfifududu 25 lulasniusiediadans
uazfien 2 FuRliARAnsaInnszauN1e POR enantiniit APRY perawuldsium
af1iln CaMV 35s thalausanluiufiu APRT 10838 PCR  nsasaadaulngda Southem

v
o Y e o

hybridization AiBuaresdnjuiasniugifdygrnlailastuiufiduefiomu Giue

v
o Y o

APR1) lunnstiududdnieicansiugitiv APRT an Arabidopsis thaliana 439 (an

q

ot

2/ zl/ o’ d‘d’ll o Y & [ a = =
nuqmﬂmwuqumNnmmmammmuwmmm 2 WRTUUNELRTY 8 NANTTUUBIBNLBAT

v Y e &

anngrasinfansusnafinuiRuguneee 2 ussunneiee 8 gandafnieRugiiu 4.95
waz 3.63 wilusn 2.96 waz 2.77 wihlua sy uaz 1.26 uaz 1.69 wirlulummaisu
Unnansaeiiuiamduuaznganlslawrssdndmsuae funwifuguunaas 2 uas

v

winzaz 8 wen uarArsugenddindeiufidy TnensneriinGamdunazngmnlalewd

1
(%

AI .&’ &/ A' A 1 =lo 9 2 & o g = - =l
PANTUU IWNNTINHINNIMNRIAU NﬂqumuﬂWmLLuuwwuqumalsz 2 UnsaastluTawm

~t 1 o ¥ o &

auuazngalslaugeandndndeiugifn 30.44 uaz 1,048.67 Wiheud iy dnwousaes

q

v 2
o v A
q

nifamsuanefuuwinesesiugilliuandvandnoiuginy Wewsgluanisiiidamn
GRRHIC AN
215094
Arabidopsis thaliana APS reductase gene (APR17) encoding plastid isoform
was transformed into Pakbung (lpomoea aquatica) using Agrobacterium tumefaciens
EHA101 harbouring plasmid pBIH1/APR1. Two hundred sixty seven regenerated shoots
were obtained from 2,119 cotyledon segments and 8 shoots were tolérated to 25 mg/L
hygromycin. Only 2 shoots (No. 2 and No. 8) gave expected PCR band when using
oligonucleotide primers for amplifying APR1. By PCR analysis, CaMV 35s promotor was
found to be transformed with APR1. Confirmation for the existance of A. thaliana APR1
obtained by Southern hybridization, DNA extracted from both shoots, No. 2 and No. 8
gave positive signal with APR1 probe. APS reductase activity of transformant No. 2 and
No. 8 was higher than those of wild type : 4.95 and 3.63 times in roots, 2.96 and 2.77
times in shoots, 1.26 and 1.69 times in leaves, respectively. Cysteine and glutathione
content of transformant No. 2 and No. 8 in roots and shoots were higher than those of
wild type. The increment of cysteine and glutathione contents was higher in roots than in
shoots. Cysteine and glutathione content of transformant No. 2 was 30.44 and 1,048.67
times higher than those of wild type, respectively. No difference of phenotype between

both transformants and wild type when grown in the presence of 1,000 mg SOf'/L.





