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ABSTRACT

Polymorphisms of cytokine gene may affect the immune responses to eradicate
HBV and leading to different outcomes of the infection. This study aimed to investigate
the association of the cytokine polymorphisms with the outcomes of HBV infections.
Subjects consisted of 127 healthy controls, 142 individuals who recovered from HBV
infections with immunity and 102 individuals with chronic HBV infections. Polymorphisms
of IL-10 promoter (-1082, -819, -592), TNF-CX promoter (-308, -238) and IFN-Y (+874)
were determined by the polymerase chain reaction-sequence specific primer technique.
IL-10-819 CC and -592 CC were associated with increased risk of chronic HBV infections
(chronic vs. recovery; OR = 3.04: 95%. CI: 1.22-7.68; p = 0.008 and OR = 2.70; 95% Cl:
1.14-6.42; p = 0.010, respectively). The ACC haplotype was also associated with chronic
HBV infections comparing with ATA (chronic vs. recovery; OR = 1.69; 95% Cl: 1.05-2.72;
p = 0.022). The TNF-¢&X -308 GA genotype was associated with the recovered HBV
infections comparing with GG (recovery vs. healthy; OR = 2.25: 95% ClI: 1.02-5.03; p =
0.030). The AA and AG haplotypes were also associated with recovered HBV infections
comparing with GG (recovery vs. healthy; OR = 2.51: 95% ClI: 1.17-5.48; p = 0.010). The
polymorphism of IFN-Y +874 was not associated with any groups. In conclusion, the

polymorphisms of /L-10 (-1082, -819, -592) and TNF-&X (-308, -238) were associated with

the outcomes of HBV infections.



