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Abstract: Diversity and distribution of coprophilous ascomycetes from 6 kinds of
animals including barking deer, buffalo, cow, elephant, dusky leaf monkey and bird
from Khao Yai National Park, Nakhon Ratchasima province, Phu Luang Wildlife
Sanctuary, Loei province and Mu Ko Angthong National Park, Surat Thani province,
were collected. Different isolation methods, such as the moist chamber, Warcup’s
direct plating, soil plate, dilution plate, heat and alcohol treatments were used.
Identification of the fungal isolates was based on morphological characteristics of
colony growth on agar media, fruiting bodies and ascospore ornamentation using
stereo, light and scanning electron microscopes. Sixty-nine isolates of coprophilous
Ascomycetes comprising 18 genera and 25 species were found, including Ascodesmis
macrospora, Ascobolus albidus, Cercophora sp., Chaetomium cupreum, C. globosum,
Chaetomium sp., Coprotus sp.1, Coprotus sp.2, Emericella nidulans, E. variecolor,
Eupenicillium parvum, Eupenicillium sp., Eurotium amstelodami, Gelasinospora indica,
Gelasinospora sp., Hamigera avellanea, Neosartorya fischeri, Podospora setosa,
Saccobolus  glaber,  Sordaria fimicola, Sporormiella  minima, Talaromyces
bacillisporus, T. flavus, Thielavia terricola and Xylaria sp. Coprophilous Ascomycetes
representing a new record for Thailand was Podospora setosa. The results of
antagonistic activity test of coprophilous ascomycetes indicated that Gelasinospora
brevispora and G. indica could inhibit > 80% mycelial growth of Helminthosporium

maydis and Fusarium oxysporum.
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