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Genus Nigrospora
Taxonomic classification: Kingdom: Fungi, Phylum: Ascomycota, Order: Trichosphaeriales
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Genus Curvularia
Taxonomic classification: Kingdom: Fungi, Phylum: Ascomycota, Class Euascomycetes, Order:
Pleosporales and Family: Pleosporaceae

Fungal isolates: TSU-WPF014
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Genus Pestalotiopsis
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Taxonomic classification: Kingdom: Fungi, Phylum: Ascomycota, Class: Sordariomycetes,

Order: Xylariales and Family: Amphisphaeriaceae

Fungal isolates: TSU-WWLS022
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lulasnSuneiiadans SA, Staphylococcus aureus ATCC25923; MRSA, methicillin-resistant

S. aureus; EC, Escherichia coli ATCC25922; PA, Pseudomonas aeruginosa ATCC27853;
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CAl, Candida albicans ATCC90028; CA2, C. albicans NCPF 3153; CN12, Cryptococcus
neoformans  ATCC90112 (flucytosine-sensitive) 10 CN13, C. neoformans ATCC90113

(flucytosine-resistant)
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Crude extract

(Fungal identification) MIC /MBC or MFC values (ng/mL)
SA MRSA EC PA CA28 CAS3 CNi2 CN13
TSU-WWLO026CE 128/>128
TSU-WPLS034CE 64/>128 16/>128
TSU-WPLS034CH 64/>128 64/64 128/>128 128/>128
TSU-WWF020CE 64/>128 128/>128 128/>128 128/>128
TSU-WWF020CH 64/>128 128/>128 128/>128  128/>128
TSU-WPFO14BE (Curvularia sp.) 64/>128 64/>128
TSU-WPFO014CE (Curvularia sp.) 128/>128 128/>128
TSU-WPF014CH (Curvularia sp.) 128/>128 128/>128
TSU-WWF006CH 128/>128
TSU-WWF001CE 128/>128
TSU-WWF001CH 128/>128
TSU-WWFS025CE 128/>128
TSU-WWFS025CH 128/>128
TSU-WPF048CH 128/>128 128/>128
TSU-WPFS043CH 64/>128 64/>128 128/>128
TSU-WWF023CH 128/>128  128/>128
TSU-WWF023CE 32/>128 64/>128
TSU-WPLS036BE 64/>128 128/>128
TSU-WPLS036CE 16/>128 16/>128 16/>128 16/64 8/128 8/128
TSU-WPLS036CH 4/>128 §/>128 218 4/128 4/128 64/>128
Antibiotics
Vancomycin 0.5/1 12
Gentamicin 0.25/0.5 0.25/0.5
Ampbhotericin B 0.125/0.5  0.125/0.5 0.125/1 0.25/2

SA, Staphylococcus aureus ATCC25923; MRSA, methicillin-resistant S aureus; EC, Escherichia coli
ATCC25922; PA, Pseudomonas aeruginosa ATCC27853; CAl, Candida albicans ATCC90028; CA2, C.
albicans NCPF 3153; CN12, Cryptococcus neoformans ATCC90112 (flucytosine-sensitive) 482 CN13,C.

neoformans ATCC90113 (flucytosine-resistant)



