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Abstract

The tokay gecko, Gekko gecko (Linnaeus, 1758) is a large body size gecko, and
distributed natively in the mainland and islands of Southeast Asia, South Asia and extreme
southern part of China. It has been proposed that the tokay gecko is the species complex
due to morphological differences of G. gecko samples from different localities and two
morphotypes of the tokay gecko, “Black tokay” and “Red tokay” were recognized. In
Thailand, genetic relationships among populations of G. gecko (Red tokay) were investigated
from 15 localities based on cytochrome-b gene (1127 bp). Sequence analyses revealed 44
haplotypes, containing 28 unquie haplotypes. The phylogenetic analyses showed two
lineages, clades A and B. The clade A consists of most Thai populations i.e., East, Northeast,
Central, West and Scuth populations whereas the clade B contains populations from two
localities i.e.,, Phitsanulok and Chanthaburi. The populations from Phitsanulok and
Chanthaburi are closely related with the populations from China, Laos and Vietnam. The
genetic divergence among clades was 8.1-9.9%, indicating high level of genetic differentiation
among these two clades. Further investigation should be focus on morphological differences
and the extension of geographic samplings should be conducted for understanding the

genetic relationships among populations of G. gecko across its geographic distribution.



