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Table 1. PCR primers, annealing temperature and 12
expected PCR for Streptococcus uberis strains
Table 2. Interpretation of genetic relationship based on 14
numbers of PFGE bands that were different between
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Figure 1. PCR products of virulence genes of Streptococcus uberis

using three multiplex PCRs

Figure 2. PCR products of virulence genes of Streptococcus uberis

using the multiplex PCR to amplify mtuA, oppF and cfu genes

Figure 3. Dendrogram showing genetic relatedness of the 71 S. uberis

isolates determined by the unweighted pair group of arithmetic mean

(UPGMA) of PFGE patterns
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