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Abstract 2 1 9 8 7 5

The objective of this study was to determine the physiological changes in the early (day 9“1)
and peak (day 19th) stage of lactation on the quantitative mRNA expression of these amino acid
transporters; LAT2, and 4F2hc (System L and heterodimer), ATA2 (System A), ASCT1 (System
ASC), ATB™ (System B"™"), CATI1, and CAT2B (System y+) in lactating porcine mammary cell.
Eight multiparous crossbred lactating sows were randomly divided into 2 groups based on their
equal productive performances, mammary gland conformation and farrowing day. Blood samples
of sows and their piglets were collected via anterior vena cava puncture and mammary tissue
samples of sows were obtained by incisional biopsy on d 9 and 19 of lactation. For 18 free amino
acids in blood plasma, no significant effect of the two different stages was observed in sows but
proline, arginine and lysine in sucklihg piglets were changed significantly (P < 0.05). To focus on
the stages of lactation, sows in early lactation (day 9) with normal dietary nutrients showed
enhancement in quantitative mRNA expression of variety amino acid transporters; LAT2, ATA2,
ASCT1, ATB°’+, CAT1 and CAT2B in mammary secretory cells when compared to those in peak
lactation (day 19). On the other hand, no significant difference in quantitative mRNA expression of
supporting transporter; 4F2he, of system L was found between these lactation periods. One possible
explanation of this might be to adjust their physiological functions involved in the adaptation to

mammary cell proliferation and differentiation for milk production.





