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» Abstract

The aim of this study is to elucidate the cellular gene responses to dengue viral infection
at the transcriptional level and to correlate expression levels with disease activity and/or clinical
manifestation. Clinical diagnosis of dengue infection and its severity were based on World Health
Organization criteria. Whole blood mRNA from children with dengue infection was analyzed on
the day of defervescence. Expression levels of IL-8, IL-1f3, and MMP-9 in peripheral blood
leukocytes were assayed in 30 children with dengue fever (DF), 19 children with dengue
hemorrhagic fever (DHF) and 10 children with other febrile illness (OFI) by real-time reverse
transcription quantitative polymerase chain reaction (RT-PCR). The results revealed that the
mRNA expression levels of IL-8 and IL-1§3 obtained from peripheral blood leukocytes were not
significantly different between children with DF and those with DHF. However, the MMP-9
mRNA levels were significantly elevated in children with DHF during defervescence.

Our study suggested that the MMP-9 might have an important role in dengue
pathogenesis. To gain further insight into the pathogenesis of DF and DHF, serial transcription
profiling of the MMP-9 and other relevant genes should be monitored and compared. The
expression pattern of these genes in peripheral blood leukocytes might serve as a predictor of

dengue disease activity.





