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Abstract
Apoptosis, a kind of program cell death, serves in multi-cellular organism immunity system to
destruct atypical and disease cells. Three kinds of protein, Caspase, IAP, and HtrA2, play dominant
roles in apoptosis. Active caspases cause a cell to apoptosis while IAP inhibits them. HtrA2, an IAP
antagonistic protein, binding to BIR domains of IAP prevents the formation of [AP-caspase
complex resulting in induction of cell death. This blueprint of apoptosis was found in several
organisms and conserved in evolutionary tree. Recently, Pmcaspase, PmIAP, and PmHtrA2 proteins
were found in Penaeus monodon as well as in mammalian and drosophila. The interaction between
Pmcaspase and PmIAP has been already confirmed in several studies. However, there has not been

any report about the binding of PmIAP to PmHtrA2.

In this study, PmIAP, BIR domains and PmHtrA2 protein were expressed and purified by using
Escherichia coli expression system. Thioredoxin fusion was adopted in this study and could
enhance the expression yield of PmHtrA2 and BIR domains. However, PmIAP could only be
expressed in a partial form, as indicated by the expression product of 56.8 kDa rather than the
expected 92.5 kDa, which is the molecular mass of a complete form of PmIAP. The in vitro
investigation of the interaction of PmIAP or BIR domains to PmHtrA2 showed negative results,
which could be because the left over residues of TEV cleavage site attached at the N-terminal of

PmHtrA2 may prevent the interaction between IBM of PmHtrA2 and BIR domains of PmIAP.
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