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Background Papillary thyroid carcinoma is the most common thyroid
carcinoma. Clinicopathological features help in predict prognosis with limited value.

Vv600E

The BRAF mutation is the most common oncogene rearrangémeﬁt in papillary

thyroid cancer (PTC). Using BRAF"™™® mutation o predict prognosis is controversial.

Method We analyzed 86 Thai PTC patients by medical record reviews.

Pathological slides were retrieved for BRAF™

mutation analysis by direct
sequencing method. The prevalence and correlation between mutation and

clinicopathological features were evaluated.

Result BRAF™™ mutation was presented 55.8% in Thai PTC patients and was
éigniﬂcant associated With extrathyroid extension (p=0.001), in advanced étage
(P=0.048) and th_e“total dose of 1-131 ablation >1_OO>mCi (p':O.032).V No statistic
:signfficant correlation was found in the other clihicopathol‘ogical features.

Conclusion BRAF™™ mutation is high prevalence in Thai PTC patients. It
correlates with worse clinicopathological features, so it may be useful in prediction

brognosis and treatment planning.





