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1. To identify important amino acid residues responsibie for the substrate specificity in both
BADH homologues from rice, Oryza sativa
2. To engineer the substrate binding pocket of both BADHSs towards [J-aminoaldehyde or
[J-hydroxyaldehyde for the production of GABA and GABA analogues which can be used in
medical application.
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2555 : 1-6 Molecular docking analysis of wildtype and mutant enzymes
7-12 Molecular dynamics simulations of wildtype and mutant enzym:

2554 1-6 Alanine scanning analysis of amino acid residues around the
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substrate binding pocket

7-12 Production and enzymatic characterization of OsBADH1 and

OsBADH2 wildtype and mutant enzymes
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1 Kinetics study of wild type and mutant BADHs from rice.
2 Molecular docking and Molecular dynamics simulation of WT BADHSs
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1.0btain kinetics parameters
2.Insights into substrate recognition
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1 Kinetic study of both wild-type and mutant OsBADH enzymes was successfully carried out.
2 Molecular docking and molecular dynamics simulations of wild -type and mutant BADHs were
performed.
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Protein engineering of betaine aldehyde dehydrogenase from rice (Oryza éativa) for substrate

specificity
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- Fai3a4 : Dissecting substrate spegcificity of two rice BADH isoforms: Enzyme kinetics,

docking and molecular dynamics simulation studies 0219417 : Biochimie
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- %5984 : The dissection of OsBADH1 from Rice (Oryza sativa) for substrate specificity
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- ,‘H’rlmi‘ﬂﬁ‘::‘qﬂﬁuum - The 3rd International Conference on Biochemistry and Molecular
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- Biology Conference
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- zﬁmwﬁ/Lﬁ'ﬂ\ﬂ/ﬂ?zLV\ﬂ : the Empress Convention Centre , Chaing Mai, Thailand
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- %ai3e9 : Protein Engineering of OsBADH1 from rice (Oryza sativa) for substrate specificity
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- ﬁmuﬁ/tﬁﬂd/ﬂi‘zmﬂ - Erskine Mantra Resort, Lorne, Melbourne, Australia
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- Having biochemically characterized the mutant OsBADH enzymes, the future plan for this
research is to obtain the crystal structure of both wild -type and mutant enzyme. This will shed a
light on how the two OsBADH homologs have different substrate specificity.
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