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Background: Association between cagA gene and hrgA gene of H. pylori

infection and clinical outcomes were reported especially in gastric cancer.

Aim: To stuay the relationship between cagA genotypes and hrgA gene of

H. pyloriinfection and peptic ulcer disease.

Methods: Patients with nonulcer dyspepsia (NUD) and peptic ulcer disease
(PUD) were investigated with esophagogastroduodenoscopy and H. pylori infection

was confirmed by culture. CagA genotypes and hrgA gene were examined by PCR.

Results: 100 H. pylori isolates were examined. All had cagA gene. CagA 2a
was found in 72% in NUD and 76% in PUD (P = 0.648). HrgA was found in 52% in

both groups.

Conclusion: No felationship between cagA genotypes and hrgA gene of

H. pylori infection and clinical outcomes.





