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Abstract

The optimal condition for copra meal hydrolysis by Bacillus circulan NT 6.7
mannanase was 20 U/ml mannanase, 2.5 % defatted copra meal in 20 ml reaction at SOOC,
210 min. The hydrolysate product composed of manno-oligosaccharides; 5-6 mannose units.
The product could promote the growth of Lactobacillus reuteri KUB-AC5, Lactobacillus
cirspatus JCM 5810, Pediococcus pentosaceus JCM 5885 and Enterococcus faecalise JCM
5803at35.28, 18.64, 31.16 and 4.65%, respectively. It inhibited the growth of Escherichia coli
E010, Staphylococcus aureus TISTR 029, Salmonella enteritidis S003 and Shigella
dysenteriae DMST 1511 at 39.47, 47.39, 57.23 and 37.07%, respectively. The digestive
resistance in stomach and intestine (in vitro) were 98.11 and 82.25%, respectively. In gut
model, the effect of copra-meal hydrolysate on microbial growth and short chain fatty acid
production were comparable with commercial manno-oligosaccharides; manno-

oligosaccharides from yeast cell wall and fructo-oligosaccharides.
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Guar gum
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A 4 Mannanase production in 5 litre fermenter using
defatted copra meal as carbon source

i 5 The sugar composition of Copra meal-MOS. (a)
Type of sugar in Copra meal —Mos analyzed by (Column
Aminex-HPX-87P, BioRad), (b) Oligosaccharide analyzed by
(Column Aminex-HPX-42C, BioRad).

Al 6 The Copra meal-MOS and Yeast-MOS digestibility
HPLC profiles under gastric juice hydrolysis and human
Ol-amylase hydrolysis; (@) Copra meal-MOS digestibility
under gastric juice at 0 and 4 h, (b) Copra meal-MOS
digestibility under human Ol-amylase at 0 and 6 h, (c)
Yeast-MOS digestibility under gastric juice at 0 and 4 h, (b)
Yeast-MOS digestibility under human Ol-amylase at 0 and
6 h.
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