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Traditional Thai rice wine, Sato, is usually produced in north, north eastern and central part of
Thailand. Production of Sato used an amylolytic starter, loog pang, as a source of microorganisms to ferment
glutinous rice to rice wine. Molds and yeasts in the starter play major roles in production process. Commercial
- Sato production was not successful because of the quality inconsistency. This study aimed on studying
diversity and fermentation dynamics of molds and yeasts for further improvement in the consistency and/or
quality of the product. Seven out of 114 Loog pang samples collected from 42 provinces were selected for the
activities of the yeasts and molds and the flavor of the produced Sato. Samples were taken from each Sato at
day 0, 3, 5, 7 and 9 for mold and yeast isolations followed by identifications using morphological, biochemical
and molecular methods, respectively. Using PCR-RFLP method, the yeast isolates could be divided into 7
groups. Analysis of 1TS1-5.8srDNA-ITS2 sequences as well as the biochemical tests could identify the yeast
isolates as Saccharomyces cerevisiae, Saccharomycopsis fibuligera, Pichia anomala 2 groups, Issaichenkia
orientalis, Tolulaspora delbrueckii and Candida glabrata . Morphological methods and the ITS sequence of
the rDNA could identify the mold isolates as Mucor hiemalis, Mucor racemosus, Mucor indicus, Rhizopus
microsporus and Rhizopus oryzae. We could not detect much diversity in the molds and yeasts. During Sato
fermentation, molds and non-Saccharomyces yeasts were dominated only in the early stage (day 0-3), then

were replaced by the yeast S. cerevisiae at the later fermentation process. The mold isolate NN6/0/9 showed
the highest liquefying activity and the yeast isolate NK1/9/33, Saccharomyces cerevisiae , produced the

highest level of ethanol in the Sato as 14.502%.(v/v)





