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Abstract 24 87 it
The optimum conditions for extracting PHA synthase from the cell using a sonicator was in
the range of 5 min with a 5 second pause every 15 seconds. The PHA synthase activity in this
crude extract of Rhodopseudomonas palustris NCIB8288 or CH 72 was 24.57 units/mL. The PHA
synthase gene was amplified by PCR with primers design according to the conserved region of
the PHA synthase gene (class ) of related strains of R. palustris CH 72. The primers were
complementary to the template chromosomal DNA of R. palustris CH 72 and produced a PCR
product of 538 bp. At present we are analyzing its nucleotide sequence, and continuing our

attempts to ligate and transform this PHA synthase gene.
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wazanlunsaineuled PHA synthase annad Aenisvinlfgaduandas sonicator latld
1nam 5wl Taeliivgayng 15 3 fuoan 5 3undi Arfanssuees PHA synthase lu
ansavareienlnMadalgann Rhodopseudomonas palustris NCIB8288 38 CH72 ey
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