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1 2000 Clemete uazANE MEBINELUEINIERIWA 3 kb FuanlEann Rhodospirillum
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Ectothiorhodospira ~ shaposhnikovii & unsaazay  PHB  lugniaeiiuaswaliilulnsiau
Nan?739849 PHA synthase HAdudunusiunisazay PHB lwaad 1Evney PHA synthase 1HunA
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