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Cervical cancer is one of the leading causes of women death in Thailand. The cervical
cancer is caused by Human Papillomavirus (HPV) infection, mutation and the epigenetic
on oncogenes and tumor suppressor ge.nes. DNA methylation is a process of
epeigenetics. These can be found on promoter of genes. The previous study in other
gene, showed methylation of NCAMT in Hela cervical cancer cell line. Moreover, there is
data from microarray in NCBI shows the decreasing expression of NCAMT in cervical
cancer cells when comparing to normal cells. These study using a Combined Bisulfite
Restriction Analysis (COBRA) in 87 samples, in which 53 sample were normal cells, 34
sample were cancer cells. We found the cancer cell had DNA methylation more than the
normal cell about 11.69 percent, and the level of DNA methylation occurred was statically
significant (P = 0.034552). In addition, this research studied the relationship between DNA
fhéfhylation and expression of NCAM1 in Hela cell. This method. compared controlled
group to experimental group which experimental group was treated by 10 pyM of 5'-
éz_acytidine. It wa.s._' discovéred that HeLa cell'in experimental group in which was treated
by 10 uM of 5-azacytidine, decreasing DNA methylation and increasing level of NCAM1
gene expression compared to controlled group. It can be concluded from the experiment
that DNA methylation was related to the expression of NCAM1 gene by decreasing
expression of NCAM1T. It also can be implied that NCAM1 gene might be able to

candidate tumor suppressor gene in cervical cancer.





