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Fatiu Wi Nvasdu CRNGE
0504244060 | Aquaporin PIP2.2, putative (Lan et al., 2004)
0s02g44630 | Aquaporin RWC3 (Lan et al., 2004)
Os11g40150 [ DNA repair protein RAD51 homolog A (Tang et al., 2005)
0502225900 | pollen signalling protein with adenylyl cyclase activity (Tang et al., 2005)
0s09g30320 | BURP domain containing protein (Tang et al., 2005)
0s03g44710 | YABBY protein, putative (Tang et al., 2005)
0s02g48790 | AMLI, putative, expressed (Tang et al., 2005)
0s11g04960 | No apical meristem protein (Tang et al., 2005)
0507206620 | YABBY protein, putative (Tang et al., 2005)
0s01g16870 | Piwi domain containing protein (Lan et al., 2005)
0s12g37840 | Boron transporter 1 (Lan et al., 2005)
0s01g66120 | NAC-domain containing protein 2 (Lan et al., 2005)
0s01g03340 | Bowman-Birk type bran trypsin inhibitor precursor (Lan et al., 2005)
0Os05g46480 | Late embryogenesis abundant protein (Lan et al., 2005)
0506249430 | Protein kinase domain containing protein (Lan et al., 2005)
050244870 | Dehydrin family protein (Lan et al., 2005)
0s03g45280 | Dehydrin family protein (Lan et al., 2005)
0s08g06110 | myb-like DNA-binding domain, SHAQKYF protein (Lan et al., 2005)
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Fatiu Wi Nuasdu CRNGE
0s05g29810 | AP2 domain containing protein (Lan et al., 2005)
0s01g07120 [ AP2 domain containing protein (Lan et al., 2004)
050202840 | RAC-like GTP binding protein RHO1 (Bao et al., 2005)
0s04g41960 | NADP-dependent oxidoreductase P1 (Bao et al., 2005)
0s01g72550 | EF hand family protein (Bao et al., 2005)
0s06g43810 | expressed protein (Bao et al., 2005)
0s01g06460 | SATS5, putative, expressed (Bao et al., 2005)
0s02g07230 | Porphobilinogen deaminase, chloroplast precursor (Bao et al., 2005)
0s07g03200 | Phytosulfokines 4 precursor (Bao et al., 2005)
0506243090 | Myb-like DNA-binding domain containing protein (Bao et al., 2005)
0s02g51350 | kelch repeat-containing F-box family protein (Bao et al., 2005)
0s01g03330 | Bowman-Birk type bran trypsin inhibitor precursor (Bao et al., 2005)
0s03g25270 | pyrrolidone-carboxylate peptidase family protein (Bao et al., 2005)
0s09g38320 | Phytoene synthase, chloroplast precursor (Bao et al., 2005)
0s02g40530 | Myb-like DNA-binding domain containing protein (Bao et al., 2005)
0s02g11850 | hypothetical protein (Bao et al., 2005)
0510g25290 | ZIM motif family protein (Bao et al., 2005)
0s12g04240 | EF hand family protein (Bao et al., 2005)
0s01g73910 | expressed protein (Bao et al., 2005)
0s08g39300 | Serine-glyoxylate aminotransferase (Bao et al., 2005)
0s01g72740 | Cytochrome P450 family protein (Bao et al., 2005)
0s04g12710 | Indole-3-acetate beta-glucosyltransferase (Bao et al., 2005)
0s08g06530 | Rubredoxin family protein (Bao et al., 2005)
0s04g53760 | Kinesin-1, putative (Lu et al., 2006)
0503219080 | expressed protein (Lu et al., 2006)
0502206340 | EH-domain containing protein 1 (Lu et al., 2006)




19

A1519% 3.2 (Aa)

a o | a ¥ a
hdasy NUNUADIEUY AN

0503230740 | expressed protein (Lu et al., 2006)

0s01g67740 | SMC proteins Flexible Hinge Domain containing protein, | (Lu et al., 2006)

0s08g41950 | SRF-type transcription factor family protein (Lu et al., 2006)
0s06g51110 | G2/mitotic-specific cyclin 2, putative (Lu et al., 2006)
0503202290 | kinesin motor protein, putative, expressed (Lu et al., 2006)
0s03g14250 | expressed protein (Lu et al., 2006)
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primer 12/ 1 11/51NTN Primer 3 (http:/workbench.sdsc.edu/) NUUALEULIATBINANER PCR
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