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To examine genetic diversity of rice field Frog (Hoplobatrachus rugulosus)
~between 2 populations, Nakhonratchasima Province and Srakaew Proﬁince. by using 125
rRNA sequences. The sequences divergence of 125 rRNA was very low. By using inter-
?simp!e sequence repeat (ISSR) technique to examine genetic diversity between 3
| populations; Chonburi Province and 2 areas of the central part of Thailand. Forty seven
primers were screened to obtain suitable ISSR primers. The three ISSR primers (HB 12,

SAS 3 and TL-02) provided reliable, consistent and polymorphic ISSR profiles.





