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Abstract 2 5 G 1 3 3

It has been realized that the polymorphic variation of the genes coding xenobiotic
detoxifying/ metabolizing enzymes modulates cellular response to environmental chemicals and
renders cells to be susceptible to toxicity and carcinogenesis. The objective of the present study was
to evaluate the effect of the polymorphisms of NADPH-quinone oxidoreductase-1 (NQO1), a
xenobiotic detoxifying enzyme, on cancer risk of cholangiocarcinoma (CCA) in Thai population. We
investigated the frequency of allelic variant of NQO1*2 (C609T variant) in 210 CCA patients and in
189 healthy individuals matched for age and gender, using the PCR-RFLP method. The allele
frequency of NQO1*2 in normal and CCA patients were 41% (95% Cl: 36.4%-46.3%) and 37% (95% Cl:
32.3%-41.7%), respectively. Logistic regression analysis showed a significant increase in CCA risk in
patients with NQO1 homozygous wild-type genotype after adjusted with age, gender and smoking,
adjusted OR: 1.83; 95%Cl: 1.15-2.91), P=0.010. These results provide further evidence supporting the
hypothesis of interaction between detoxifying/metabolizing gene variants and a susceptibility of

cholangiocarcinogenesis.
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