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Abstract 24 8 9 72

Opisthorchis — associated hepatobiliary diseases (HBD) is a pre malignancy condition which
eventually leads to development of cholangiocarcinoma (CCA). Advanced periductal fibrosis (APF) is one of
the abnormalities found in HBA and can be evaluated by abdominal ultrasonography. While most
epidemiological studies to date documented risk factors associated mainly with CCA, this study focuses on
genetics and environmental factors that associate with risk of APF. The sample population was recruited from
an endemic arca of opisthorchiasis in Khon Kaen province. In a case —control study design, the sample
subjects were 240 individuals (124 of APF-positives for cases and 116 of APF-negative for controls) and 121
(51.7%) were males and 119 (49.6%) were females. Analyses of glutathione —S transferase M1 and T1 genc
(GSTM1 and GSTT1) polymorphisms revealed that GSTM1 wild and null types were 89.6% and 10.4%,
respectively. For GSTT1, the wild and null genotypes were 65.9% and 34%, respectively. Based on the
univariate logistic regression analyses, GSTM1 and GSTT1 as well as their interactions were not associated
with risk of APF. Current infection as detected by the presence of eggs in faeces, but not positive serology,
associated with an increased risk of APF (OR=3.03). Regular smoking and alcoholic drink were also
associated with risk of APF (OR= 1.75-2.28). No significant interaction of opisthorchiasis serology and GST
gene polymorphism on risk of APF was observed. By contrast, presence of opisthorchiasis (egg-positive) and
GST genotyping increased risk levels of APF i.e. OR =3.76 for GSTM1 wild genotype and OR=4.11 for
GSTT1 wild genotype. Regular smoking in GSTM1 wild genotype increased risk of APF (OR=3.29). Regular
and ex-regular alcoholic drink related to elevated risk of APF in GSTT1 wild genotype (OR=5.8) and that in
GSTT1 null genotype (OR=2.42).

The results from genotyping of only a limited number of GST genotypes (GSTM1 and GSTT1) in
this study suggested that genetic factor alonc is not related to occurrence of HBD but exerted significant
modifying effects in severity of inflammatory reactions which originated from the liver fluke infection as well
as those from life style factors such as smoking and alcoholic drink. Further examination of gene
polymorphism that involved in the inflammation and oxidative damage in opisthorchiasis is still needed to

shed light on the roles of genetic factors on development of APF hence HBA and eventually CCA.
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List of Abbreviations
°C = degree Celsius
AU= arbitrary unit
CCA =Cholangiocarcinoma
CI= confidence interval
ELISA= enzyme link immune sorbent assay
EPG= egg per gram
GST= glutathione S-transferase
Ig= immune globulin
OV=0pisthorchis viverrini
OR= Odd ratio

PCR= polymerase chain reaction
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