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(List of Abbreviations)

ADG = Average daily gain (Sasnsiiulnadesioti)

ADV = Aujeszky’s disease virus (L‘ﬁ@‘h%’ﬁiiﬂﬁwqﬁwﬁ’uﬁau)

AFM = Age at first mating (aﬂqﬁﬁjﬂiﬂaaﬂﬂ%uiﬂ)

CSFV = Classical swine fever virus (L%?ﬂ’;%’ﬁaﬁmﬁqrﬁ)

EU strain = angwusylsy

FMDV = Foot and mouth disease virus (1§ol3alsarnuazisidon)

HI = Haemagglutination inhibition

NA strain = angWugeisni

NPD = Non-productive days (Jugde)

NSP = non-structural protein

ORF = open reading frame

PBS = Phosphate buffered solution

PCV-2 = Porcine circo virus type 2 (Welfaweslalisaviion 2 Tuans)
PPV = Porcine parvo virus (samslalasalugns)

PRRS = Porcine reproductive and respiratory syndrome (15aflasensioa)
PRRSV = Porcine reproductive and respiratory syndrome virus (L*‘z“iuala%’aﬁm%m%l.aa)
RT-PCR = Reverse transcriptase-polymerase chain reaction

SAS = Statistical analysis system

WSI = Weaning-to-fist-service interval (Szgzvgnuunaa)



