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ABSTRACT

Sesame plants (Sesamum indicum L.) with phyllody symptoms were collected
from sesame plantations in 10 provinces of Thailand. The 16S rRNA and secY genes of
phytoplasma were amplified by the polymerase chain reaction (PCR) using specific
primers pairs of R16F2/R16R2 and AYsecYF1/AysecYR1 which the expect amplified PCR
products size of 1,200 and 1,300 bp respectively. Fifteen isolates of sesame phyllody
phytoplasma were identified by using nucleotide sequences of 16S rRNA gene and further
analyzed for the relationship with reference phytoplasma strains (16Srl-16SrXV group).
The results indicated that the phytoplasma associated with sesame phyllody grouped into
the 16Srl (Aster yellows group) and 16Srll (Peanut witches’-broom group) with > 97.5%
similarity. The subgroup of phytoplasmas were identified by in silico analysis of 16S rRNA
restriction fragment length polymorphism (RFLP). The RFLP patterns of 16S rRNA gene
sequence were classified as a 16Srl-B and 16Srll-A subgroup with a similarity coefficient
> 0.97. Result of phylogenetic tree analysis of secY gene sequences of 8 isolates, which
grouped in the 16Srl, were classified as SecY-| group.
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