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fiw HA 280138 138 A/Quail/Ayutthaya/CU-J2882/2009(H7N1))

LOCUs
DEFINITION

HA-

J2882 1284 bp
Influenza A virus (A/Quail/Ayutthaya/CU-J2882/2009H7N1)) segment 4 HA

mRNA

linear

gene for hemagglutinin, partial cds.

ACCESSION
VERSION
KEYWORDS

SOURCE
ORGANISM

REFERENCE
AUTHORS

TITLE

JOURNAL
REFERENCE

AUTHORS

TITLE
JOURNAL

Influenza A virus

Unclassified.

1 (bases 1 to 1284)

02-OCT -2010

Influenza A virus (A/Quail/Ayutthaya/CU-J28822009(H7N1))
(A/Quail/Ayutthaya/CU-J2882/2009(H7N1))

Wongphatcharachai,M., Thanawongnuwech,R., Suradhat,S.,

Tantilertchareon,R., Lapkuntod,J. and Amonsin,A.

Surveillance of influenza A viruses from Quail in Thailand
Unpublished
2 (bases 1 to 1284)

Wongphatcharachai,M., Thanawongnuwech,R., Suradhat,S.,

Tantilertchareon,R., Lapkuntod,J. and Amonsin,A.

Direct Submission
Submitted (02-0CT-2010)Department of Veterinary Public Health,

Chuﬂéloqgkorn University, Rama 4 Rd. Pathumwan, Bangkok 10330,
Thailand

FEATURES

BASE

source

Location/Qualifiers
1.1284

lorganism="Influenza A virus
(A/Quail/Ayutthaya/CU-J28822009(H7N1))
mol_type="mRNA"
/strain="A/Quail/Ayutthaya/CU-J2882/2009(H7N1y
Iserotype="H7N1"

ispecific_host="quail"

/Isegment="HA"

icountry="Thailand"

mote="Ayutthaya province"

gene

1.1284

/gene="HA"

CDS

<1..>1284

/Igene="HA"
/Icodon_start=1

product="hemagglutinin”

. ltranslation="TMGFTYSGIRTNGATSACRRSGFSFYAEMKWLLSNTDNAAFPQT "

COUNT

ORIGIN
1 acaatgggat

61
121
181
241
301
361
421
481
54
60
661
71

= @

tcaggatttt
ttcccgcaaa
gggattcatc
ctaataacag
ccacaagtta
gatacagtca
agaggaaaat
tgctatcaca
gcagtaggga
aagaatgttc
gaaaatggat
ggagagggga

TKSYKNTRKDPALIIWGIHHSGSTAEQTKLYGSGNKLITVGSSNYQQSFVPSPGARPQ
VNGQSGRIDFHWLMLNPNDTVTFSENGAFIAPDRASFLRGKSMGIQSGVQVDANCEGD
CYHNGGTIISNLPFQNINSRAVGKCPRYVKQESLLLATGMKNVPEIPKGRGLFGAIAG
FIENGWEGLIDGWYGFKHQONAQGEGIVADYKSTQSAIDQITGKLNRLIERTNQQFELI
DNEFTEVEKQIGNVINWTRDSMTEVWSYNAELLVAMENQHTIDLADSEMNKLYERVKR
QLRENAEEDGTGCFEIFHKCDDDCMASIRNNTYDHSKYREEAMONRIQIDPVKLSSGY

KDVILWFSFGASCFILLAIAMGLVFICVKNGNMRCT"

436 a 220

tcacatacag
cattctatgc
cgactaaatc
attctggatc
ttgggagttc
atggccaatc
ctttcagttt
ctatggggat
atggaggaac
aatgtccgag
ctgagattcc
gggaaggtct
ttgttgcaga

c 316 g

cggaataaga
agaaatgaaa
atacaaaaat
aactgcagaa
taattatcaa
tggaaggatt
caatggggcc
tcagagtgga
aataataagt
atatgttaag
aaagggaaga
aattgatggg
ttacaaaagc

‘

312 't

actaatggag caaccagtgc

tggctcctgt
acaaggaaag
cagaccaagc
cagtcttttg
gattttcatt
ttcatagctc
gtacaggttg
aatttgccct
caagagagtc
ggtctatttg
tggtatggtt
actcaatcgg

caaacacaga
acccagctct
tatatgggag
taccgagtcc
ggctgatgct
cagaccgtgc
atgccaattg
ttcagaacat
tgctgctage
gtgctatagc
tcaagcatca
caattgatca

atgtaggaga

taatgctgct
aataatatgg
tggaaacaaa
aggagcgaga
aaaccccaat
aagcttcctg
tgaaggggat
aaatagcagg
aacagggatg
aggtttcatt
aaatgcacag
aataacaggg



n

781 aaattaaacc ggctcataga aagaaccaac
841 actgaggttg aaaagcaaat tggtaatgtg
901 gtgtggtcct acaatgctga actcttagta
%1 gctgactcag aaatgaataa actatacgaa
1021 gaagaagatg gcactggttg ctttgagata
1081 agtattagaa acaacaccta tgatcacagc
1141 atacagattg atccagtcaa actaagcagt
1201 ttcggggcat catgtttcat acttctggcec
1261 aagaatggaa acatgcggtg cact

=

aatgg gccttgtctt catatgtgtg

n

1261 aagaatggaa acatgcggtg cact

caacaatttg
ataaattgga
gcgatggaga
cgagtgaaga
tttcacaaat
aagtacaggg
ggctacaaag
attgcaatgg

agttgataga
ccagagactc
accagcacac
gacagctgag
gtgatgatga
aagaggcaat
atgtgatact
gccttgtett

caatgagttc
catgacggaa
aattgatctg
agagaatgct
ttgtatggcc
gcaaaataga
ttggtttagce
catatgtgtg
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o
= -~ a
1 NA 2831501138 A/Quail/Ayutthaya/CU-J2882/2009(H7N1))
LOCUS NA-J2882 1355 bp mRNA linear 02-0CT-2010
DEFINITION Influenza A virus (A/Quail/Ayutthaya/CU-J2882/2009(H7N1)) segment 6 NA
gene for neuraminidase, partial cds.
ACCESSION
VERSION
KEYWORDS .
SOURCE Influenza A virus (A/Quail/Ayutthaya/CU-J2882/2009 (H7N1))
ORGANISM 1Influenza A virus (A/Quail/Ayutthaya/CU-J2882/2009 (H7N1))
Unclassified.
REFERENCE 1 (bases 1 to 1355)
AUTHORS Wongphatcharachai, M., Thanawongnuwech,R., Suradhat,S.,
Tantilertchareon,R., Lapkuntod,J. and Amonsin,A.
TITLE Surveillance of influenza A viruses from Quail in Thailand
JOURNAL Unpublished
REFERENCE 2 (bases 1 to 1355)
AUTHORS Wongphatcharachai, M., Thanawongnuwech,R., Suradhat,S.,
Tantilertchareon,R., Lapkuntod,J. and Amonsin,A.
TITLE Direct Submission
JOURNAL Submitted (02-OCT-2010) Department of Veterinary Public Health,
Chulalpngkorn University, Rama 4 Rd. Pathumwan, Bangkok 10330,
Thailand
FEATURES Location/Qualifiers
source 1..1355
/organism="Influenza A virus
(A/Quail/Ayutthaya/CU-J2882/2009 (H7N1))"
/mol_type="mRNA"
/strain="A/Quail/Ayutthaya/CU-J2882/2009 (H7N1)"
/serotype="H7N1"
/specific_host="quail"
/segment="NA"
/country="Thailand"
/note="Ayutthaya province"
gene A S.355
/gene="NA"
CDS <1.5%>1853
/gene="NA"
/codon_start=1
/product="neuraminidase"
/translation="QEFKMNPNKKIITIGSICMVTGMVSLMLQIGNLISIWVSHSIHT
GNQHKAEPISNTNFLIEKAVASVKLAGNSSLCPINGWAVYSKDNSIRIGSKGDVEVIR
EPFISCSHLECRTFFLTQGALLNDKHSNGTVKDRSPHRTLMSCPVGEAPSPYNSRFES
VAWSASACHDGTSWLTIGISGPDSGAVAVLKYNGIITDTIKSWRNNILRTQESECACV
NGSCFTVMTDGPSNGQASHKIFKMEKGKVVKSVELDAPNYHYEECSCYPDAGEITCVC
RDNWHGSNRPWVSFNQNLEYQIGYICSGLFGDNPRPNDGTGSCGPMSSNGAYGVKGES
FKYGNGVWIGRTKSTSSRSGFEMIWDPNGWTETDNSFSVKQDIVAITDWSGYSGSFVQ
HPELTGLDCMRPCFWVELIRGRPKENTIWTSGSSISFCGVNSDTVGWSWPDGAELPFT
I "
BASE COUNT 400 a 248 c 345 g 362 €
ORIGIN
1 caggagttca aaatgaatcc aaataagaag ataataacca tcggatcaat ctgtatggta
61 actggaatgg ttagcttaat gttacaaatt gggaacttga tctcaatatg ggtcagtcat
121 tcaattcaca cagggaatca acacaaagct gaaccaatca gcaatactaa ttttcttatt
181 gagaaagctg tggcttcagt aaaattagca ggcaattcat ctctttgccc cattaatgga
241 tgggctgtat acagtaagga caacagtata aggatcggtt ccaaggggga tgtgtttgtt
301 ataagagagc cattcatctc atgctcccac ttggaatgca gaactttctt tttgactcag
361 ggagccttge tgaatgacaa gcactccaat gggactgtca aagacagaag ccctcacaga
421 acattaatga gttgtcctgt gggtgaggct ccctccccat ataactcaag gtttgagtct
481 gttgcttggt cagcaagtgc ttgccatgat ggcaccagtt ggttgacaat tggaatttct
541 ggcccagaca gtggggctgt ggctgtattg aaatacaatg gcataataac agacactatc
601 aagagttgga ggaataacat actgagaact caagagtctg aatgtgcatg tgtaaatggc
661 tcttgcttta ctgtaatgac tgacggacca agtaatggtc aggcatcaca taagatcttc
721 aaaatggaaa aagggaaagt ggttaaatca gtcgaattgg atgctcctaa ttatcactat
781 gaggaatgct cctgttatcc tgatgccggc gaaatcacat gtgtgtgcag ggataattgg
841 catggctcaa atcggccatg ggtgtccttc aatcaaaatc tggagtatca aataggatat
901 atatgcagtg ggcttttcgg agacaatcca cgccccaatg atggaacagg cagttgcggt



/7

961
1021
1081
1141
1201
1261
1321

ccaatgtcct
gtttggattg
ccgaatggat
actgactggt
tgcatgaggc
tggactagtg
tggccagacg

ctaacggggc
gaaggacaaa
ggactgagac
cagggtatag
cttgtttctg
ggagcagcat
gtgctgagtt

atatggggta
aagtactagt
ggataatagt
cgggagtttt
ggttgagcta
atcettttgt
gccattcacc

aaagggtttt
tccagaagcg
ttctcagtga
gtccagcatc
atcagagggc
ggtgtaaata
attga

catttaaata
gctttgagat
agcaagacat
cagaactgac
ggcccaaaga
gtgacactgt

cggcaatggt
gatttgggat
cgtagcaata
aggattagat
gaacacaatt
gggttggtct
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fiu PB2 (incompleted) wa918a 138 A/Quail/Ayutthaya/CU-J2882/2009(H7N1))

LOCUS
DEFINITION

ACCESSION
VERSION
KEYWORDS
SOURCE
ORGANISM

REFERENCE
AUTHORS

TITLE
JOURNAL
REFERENCE
AUTHORS
TITLE
JOURNAL

FEATURES
source

gene

CDs

BASE COUNT
ORIGIN

PB2-J2882 647 bp mRNA linear 02-0CT-2010
Influenza A virus (A/Quail/Ayutthaya/CU-J2882/2009(H7N1)) segment 1
PB2 gene for polymerase PB2, partial cds.

Influenza A virus (A/Quail/Ayutthaya/CU-J2882/2009 (H7N1)
Influenza A virus (A/Quail/Ayutthaya/CU-J2882/2009 (H7N1)
Unclassified.

1 (bases 1 to 647)

Wongphatcharachai,M., Thanawongnuwech,R., Suradhat,S.,
Tantilertchareon,R., Lapkuntod,J. and Amonsin,A.
Surveillance of influenza A viruses from Quail in Thailand
Unpublished

2 (bases 1 to 647)

Wongphatcharachai,M., Thanawongnuwech,R., Suradhat,S.,
Tantilertchareon,R., Lapkuntod,J. and Amonsin, A.

Direct Submission

Submitted (02-OCT-2010) Department of Veterinary Public Health,
Chulalgpngkorn University, Rama 4 Rd. Pathumwan, Bangkok 10330,
Thailand

)
)

Location/Qualifiers

1647

/organism="Influenza A virus

(A/Quail/Ayutthaya/CU-J2882/2009 (H7N1))"

/mol_type="mRNA"

/strain="A/Quail/Ayutthaya/CU-J2882/2009 (H7N1)"

/serotype="H7N1"

/specific_host="quail"

/segment="PB2"

/country="Thailand"

/note="Ayutthaya province"

1..647

/gene="PB2"

L . 21645

/gene="PB2"

/codon_start=1

/product="polymerase PB2"

/translation="YGPESVLVNTYQWIIRNWETVKIQWSQDPTMLYNKMEFEPFQSL

VPKAARGQYSGFVRTLFQOMRDVLGTFDTVQIIKLLPFAAAPPEQSRMQFSSLTVNVR

GSGMRILVRGNSPVFNYNKATKRLTVLGKDAGALTEDPDEGTAGVESAVLRGFLILGK

EDKRYGPALSINELSNLAKGEKANVLIGQGDVVLVMKRKRDSSILTDSQTATKRI"
202 a 123 & 173 ¢ 149 t

1 tacggtcctg agtcagtgct tgttaacact tatcaatgga tcatcagaaa ttgggagact

61 gtgaagattc aatggtctca agaccctacg atgttgtata ataagatgga gtttgaaccg
121 ttccaatcct tggtacctaa agctgctaga ggtcaataca gtggatttgt gagaacacta
181 ttccaacaaa tgcgtgacgt actggggaca tttgatacag ttcagataat aaagctgcta
241 ccatttgcag cagccccacc ggagcagagc aggatgcagt tttcttctct gactgtgaat
301 gtgagaggct caggaatgag aatactcgta aggggcaact cccctgtatt caactacaat
361 aaggcaacca aaaggcttac tgttcttgga aaggatgcag gtgcattaac ggaggatcca
421 gatgagggaa cagccggagt ggaatctgca gtactgaggg gattcttaat tctaggcaag
481 gaggacaaaa gatacggacc agcattgagc atcaatgaac tgagcaatct tgcgaaaggg
541 gagaaagcta atgtgctgat agggcaagga gacgtggtgt tggtgatgaa acggaaacgg
601 gactctagca tacttactga cagccagaca gcgaccaaaa gaattcg

//
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f% PB1 (incompleted) vad1dia 5% A/Quail/Ayutthaya/CU-J2882/2009(H7N1))

LOCUS
DEFINITION

ACCESSION
VERSION
KEYWORDS
SOURCE
ORGANISM

REFERENCE
AUTHORS

TITLE
JOURNAL
REFERENCE
AUTHORS
TITLE
JOURNAL

FEATURES
source

gene

CDS

BASE COUNT
ORIGIN

PB1-J2882 753 bp mRNA linear 02-0CT-2010
Influenza A virus (A/Quail/Ayutthaya/CU-J2882/2009 (H7N1)) segment 2
PB1l gene for polymerase PBl, partial cds.

Influenza A virus (A/Quail/Ayutthaya/CU-J2882/2009 (H7N1))
Influenza A virus (A/Quail/Ayutthaya/CU-J2882/2009 (H7N1))
Unclassified.
1 (bases 1 to 753)
Wongphatcharachai,M., Thanawongnuwech,R., Suradhat,S.,
Tantilertchareon,R., Lapkuntod,J. and Amonsin,A.
Surveillance of influenza A viruses from Quail in Thailand
Unpublished
2 (bases 1 to 753)
Wongphatcharachai, M., Thanawongnuwech,R., Suradhat,S.,
Tantilertchareon,R., Lapkuntod,J. and Amonsin,A.
Direct Submission
Submitted (02-0CT-2010) Department of Veterinary Public Health,
Chulalongkorn University, Rama 4 Rd. Pathumwan, Bangkok 10330,
Thailand .
Location/Qualifiers
1,553
/organism="Influenza A virus
(A/Quail/Ayutthaya/CU-J2882/2009 (H7N1))"
/mol_type="mRNA"
/strain="A/Quail/Ayutthaya/CU-J2882/2009 (H7TN1)"
/serotype="H7N1"
/specific_host="quail"
/segment="PB1"
/country="Thailand"
/note="Ayutthaya province"
1.9753
/gene="PB1"
<3..2052
/gene="PB1"
/codon_start=1
/product="polymerase PBl1"
/translation="NFSMELPSFGVSGINESADMSIGVTVIKNNMINNDLGPATAQMA
LOLFIKDYRYTYRCHRGDTQIQTRRSFELRKLWEQTRSKAGLLVSDGGPNLYNIRNLH
IPEVCLKWELMDEDYQGRLCNPLNPFVSHKEIESVNNAVVMPAHGPAKSMEYDAVATT
HSWIPKRNRSILNTSQRGILEDEQMYQKCCNLFEKFFPSSSYRRPVGISSMVEAMVSR
ARIDARIDFESGRIKKEEFAEIMKICSTIEEL"
232 a 157 ¢ 187 g 177 €

1 ccaatttcag tatggagtta cccagctttg gagtgtctgg aatcaatgaa tcggctgaca
61 tgagcattgg agttacagtg ataaagaaca atatgataaa caacgacctt ggaccagcaa
121 cagctcagat ggctcttcag ctattcatca aggactatag gtacacatac cgatgccaca
181 ggggtgatac acaaattcaa acgaggagat cattcgagct gaggaagctg tgggagcaga
241 cccgttcaaa ggcagggctg ttggtatcag acggaggacc aaatctatac aacattcgga
301 atctccacat cccagaggtc tgcttgaaat gggaactgat ggatgaagat taccaaggca
361 ggctgtgtaa tcctctgaat ccgtttgtca gtcataagga aattgagtct gtaaacaatg
421 ctgtagtaat gccagcccac ggcccagcca agagcatgga atatgatgct gttgcaacta
481 cacactcatg gatccctaag aggaaccgtt ctattctcaa taccagccaa aggggaattc
541 ttgaggatga gcaaatgtac cagaagtgtt gcaatctatt cgagaaattc ttccccagta
601 gttcatacag gaggccagtt ggaatttcca gcatggtgga ggccatggtg tctagggccce
661 gaattgatgc acgcattgat ttcgaatctg gaaggattaa gaaagaagag ttcgctgaga
721 tcatgaagat ctgttccacc attgaagaac tca

1

/
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- I o
8% PA (incompleted) 2a3i¥e i A/Quail/Ayutthaya/CU-J2882/2009(H7N1))

LOCUS
DEFINITION

ACCESSION
VERSION
KEYWORDS
SOURCE
ORGANISM

REFERENCE
AUTHORS

TITLE

JOURNAL
REFERENCE

AUTHORS

TITLE
JOURNAL

FEATURES
sourc

gene

CDs

-BASE COUNT
ORIGIN
1

61
121
181
241
301
361
421

1

PA-J2882 471 bp mRNA

linear 02-0CT-2010

Influenza A virus (A/Quail/Ayutthaya/CU-J2882/2009(H7N1)) segment 3 PA

gene for polymerase PA, partial cds.

Influenza A virus (A/Quail/Ayutthaya/CU-J2882/2009 (H7N1))
Influenza A virus (A/Quail/Ayutthaya/CU-J2882/2009 (H7N1))

Unclassified.
1 (bases 1 to 471)
Wongphatcharachai,M., Thanawongnuwech,R.,

Suradhat, S.,

Tantilertchareon,R., Lapkuntod,J. and Amonsin,A.
Surveillance of influenza A viruses from Quail in Thailand

Unpublished
2 (bases 1 to 471)
Wongphatcharachai, M., Thanawongnuwech,R.,

Suradhat, S.,

Tantilertchareon,R., Lapkuntod,J. and Amonsin,A.

Direct Submission

Submitted (02-0CT-2010) Department of Veterinary Public Health,
Chula}ongkorn University, Rama 4 Rd. Pathumwan, Bangkok 10330,

Thailand |

Location/Qualifiers

e 1..471
/organism="Influenza A virus
(A/Quail/Ayutthaya/CU-J2882/2009 (H7N1))"
/mol_type="mRNA"
/strain="A/Quail/Ayutthaya/CU-J2882/2009 (H7N1)"
/serotype="HTNL1"
/specific_host="quail"
/segment="PA"
/country="Thailand"
/note="Ayutthaya province"
1,.471
/gene="PA"
1..429
/gene="PA"
/codon_start=1
/product="polymerase PB1"
/translation="MKWGMEMRRCLLQSLQQIESMIEAESSVKEKDMTKEFFENKSET
WPIGESPKGVEEGSIGKVCRTLLAKSVFNSLYASPQLEGFSAESRKLLLIVQALRDNL
EPGTFDLGGLYEAIEECLINDPWVLLNASWENSFLTHALK"

142 a 99 ¢ 109 g 1271t

atgaaatggg gcatggaaat gaggcgatgc cttcttcaat
atgattgagg ccgagtcttc tgtcaaagag aaagacatga
aaatcagaaa catggccaat tggagaatca cccaaaggag
aaggtgtgcc gaacattact agcaaaatct gtattcaaca
ctcgaggggt tttcagctga atcaagaaaa ttgcttctca
aacctggaac ctgggacctt cgatcttggg gggctatatg
attaacgatc cctgggtttt gcttaatgcg tcttggttca
ctgaaatagt tgtggcaatg ctactatttg ctatccatac

cccttcaaca aattgagagc
ccaaagaatt ctttgagaac
tggaggaagg ctccattggg
gcctatatge atctccacaa
ttgttcaggc acttagggac
aagcaattga ggagtgcctg
actccttcct cacacatgca
tgtccaaaaa a



i NP (incompleted) maw‘ﬁva‘h%’a A/Quail/Ayutthaya/CU-J2882/2009(H7N1))

NP-J2882

LOCUS 873 bp mRNA linear 02-0CT-2010
DEFINITION Influenza A virus (A/Quail/Ayutthaya/CU-J2882/2009(H7N1)) segment 5 NP
gene for nucleocapsid protein, partial cds.
ACCESSION
VERSION
KEYWORDS 5
SOURCE Influenza A virus (A/Quail/Ayutthaya/CU-J2882/2009 (H7N1))
ORGANISM Influenza A virus (A/Quail/Ayutthaya/CU-J2882/2009 (H7N1))

Unclassified.
REFERENCE 1 (bases 1 to 873)

AUTHORS Wongphatcharachai,M., Thanawongnuwech,R., Suradhat,S.,
Tantilertchareon,R., Lapkuntod,J. and Amonsin,A.
TITLE Surveillance of influenza A viruses from Quail in Thailand
JOURNAL Unpublished
REFERENCE 2 (bases 1 to 873)
AUTHORS Wongphatcharachai,M., Thanawongnuwech,R., Suradhat,S.,
Tantilertchareon,R., Lapkuntod,J. and Amonsin,A.
TITLE Direct Submission
JOURNAL Submitted (02-0OCT-2010) Department of Veterinary Public Health,
Chulalpngkorn University, Rama 4 Rd. Pathumwan, Bangkok 10330,
Thailand
FEATURES Location/Qualifiers
source 1. .873
/organism="Influenza A virus
(A/Quail/Ayutthaya/CU-J2882/2009 (H7N1))"
/mol_type="mRNA"
/strain="A/Quail/Ayutthaya/CU-J2882/2009 (H7N1)"
/serotype="HTN1"
/specific_host="quail"
/segment="NP"
/country="Thailand"
/note="Ayutthaya province"
gene o873
/gene="NP"
CDS <Pl =BT
/gene="NP"
/codon_start=1
/product="nucleocapsid protein"
/translation="FWRGENGRRTRIAYERMCNILKGKFQTAAQRAMMDQVRESRNPG
NAEIEDLIFLARSALILRGSVAHKSCLPACVYGLAVASGYDFEREGYSLVGIDPFRLL
ONSQVFSLIRPNENPAHKSQLVWMACHSAAFEDLRVSSFIRGTRVVPRGQLSTRGVQI
ASNENMETMDSSTLELRSRYWAIRTRSGGNTNQQRASAGQISVQPTFSVQRNLPFERA
TIMAAFTGNTEGRTSDMRTEIIRMMESARPEDVSFQGRGVFELSDEKATNPIVPSFDM
SNEGSYFFGDNAEE"
BASE COUNT 277 a 186 c 2259 185 ¢
ORIGIN
1 tttctggaga ggcgaaaatg gacgaaggac aaggattgca tatgagagaa tgtgcaacat
61 cctcaaaggg aaattccaaa cagcagcaca aagagcaatg atggaccagg tgcgagaaag
121 caggaatcct ggaaatgctg aaattgagga tctcatcttc ctggcacggt ctgcactcat
181 cctgagagga tcagtggccc ataagtcctg cttgcctgct tgtgtgtacg gacttgcagt
241 agccagtgga tacgactttg agagagaagg atactctcta gttggaatag atcctttccg
301 tttgcttcaa aacagccagg tcttcagtct cattagaccc aatgagaacc cagcacacaa
361 gagtcaattg gtgtggatgg catgccattc tgcagcattc gaagacctga gagtctcaag
421 cttcatcaga ggaacaagag tggtcccaag aggacaacta tccaccagag gagttcaaat
481 tgcttcaaac gagaatatgg aaacaatgga ctctagcact cttgaactga ggagcagata
541 ttgggctata agaaccagaa gtggaggaaa caccaaccaa cagagagcat ctgcaggaca
601 aatcagtgta cagcccactt tctcagtaca gagaaatctt cccttcgaaa gagcgaccat
661 tatggcagcg ttcacaggga atactgaagg tagaacatca gacatgagga ctgaaatcat
721 aagaatgatg gaaagtgcca gaccagaaga tgtgtctttc caggggcggg gagtcttcga
781 gctctcggac gaaaaggcaa cgaacccgat cgtgccttcc tttgacatga gtaatgaagg
841 atcttatttc ttcggagaca atgcagagga gta

//



p Iy o
8% M (completed) S RER P h A/Quail/Ayutthaya/CU-J2882/2009(H7N1))

LOCUS M-J2882 988 bp mRNA linear 02-0CT-2010
DEFINITION Influenza A virus (A/Quail/Ayutthaya/CU-J2882/2009(H7N1)) segment 7 M
gene for matrix protein 2 (M2), partial cds; and matrix protein 1
(M1), partial cds.
ACCESSION
VERSION
KEYWORDS
SOURCE Influenza A virus (A/Quail/Ayutthaya/CU-J2882/2009 (H7N1))
ORGANISM Influenza A virus (A/Quail/Ayutthaya/CU-J2882/2009 (H7N1))
Unclassified.
REFERENCE 1 (bases 1 to 988)
AUTHORS Wongphatcharachai,M., Thanawongnuwech,R., Suradhat,S.,
Tantilertchareon,R., Lapkuntod,J. and Amonsin,A.
TITLE Surveillance of influenza A viruses from Quail in Thailand
JOURNAL Unpublished
REFERENCE 2 (bases 1 to 988)
AUTHORS Wongphatcharachai,M., Thanawongnuwech,R., Suradhat,S.,
Tantilertchareon,R., Lapkuntod,J. and Amonsin,A.
TITLE Direct Submission
JOURNAL Submitted (02-0CT-2010) Department of Veterinary Public Health,
Chulalongkorn University, Rama 4 Rd. Pathumwan, Bangkok 10330,
Thailand
FEATURES Location/Qualifiers
source 1%,.988
/organism="Influenza A virus
(A/Quail/Ayutthaya/CU-J2882/2009 (H7N1) )"
/mol_type="mRNA"
/strain="A/Quail/Ayutthaya/CU-J2882/2009 (H7N1)"
/serotype="H7N1"
/specific_host="quail"
/segment="M"
/country="Thailand"
/note="Ayutthaya province"
gene 29%/986
/gene="M2"
cDS join(29..51,740..>986)
/gene="M2"
/note="" [product=matrix protein2]'"
/codon_start=1
/translation="MSLLTEVDRPTRNGWECKCSDSSDPLVIAASIIGILHLILWILD
RLFFKCIYRRLKYGLKRGPSTEGVPESMREEYRQNSRVLWMLTMVI"
gene 29..187
/gene="M1"
CDS 29,7817
/gene="M1"
/note=""'[product=matrix proteinl]'"
/codon_start=1
/translation="MSLLTEVETYVLSIVPSGPLKAEIAQRLEDVFAGKNTDLEALME
WLKTRPILSPLTKGILGFVFTLTVPSERGLQRRRFVQONALNGNGDPNNMDRAVKLYRK
LKREITFHGAKEVALSYSTGALASCMGLIYNRMGTVTTEVAFGLVCATCEQIADSQHR
SHROMITTTNPLIRHENRMVLASTTAKAMEQMAGSSEQAREAMEVASQARQMVOAMRT
IGTHPSSSAGLKDDLLENLQAYQKRMGVQOMQRFK"
BASE COUNT 272 a 214 ¢ 2734 @g 229 &
ORIGIN

1 ggagcaaaaa acaggtagat gttgaaagat gagtcttcta accgaggtcg aaacgtacgt

61 tctctctatc gtcccgtcag gccccctcaa agccgagatc gcgcagagac

121
181
241
301
361
421
481
541
601

ctttgcaggg
cctgtcacct
gcgaggactg
caacatggac
ggctaaggaa
atacaacagg
tgagcagatt
actaatcagg
gatggctggg

aagaacaccg
ctgactaagg
cagcgtagac
agagcagtca
gttgcactca
atgggaacag
gctgattcac
catgaaaaca
tcgagtgagc

atcttgaggc
ggattttagg
gctttgtcca
aactgtacag
gctactcaac
tgaccacaga
agcatcggtc
ggatggtgct
aggcagcgga

tctcatggaa
gtttgtgttc
aaatgcccta
gaagttgaaa
cggtgcactt
agtggctttt
ccacaggcag
agccagcact
agccatggag

tggctaaaga
acgctcaccg
aatgggaatg
agagagataa
gccagttgta
ggcctagtgt
atgataacta
acggctaagg
gttgctagtc

ttgaagatgt
caagaccaat
tgcccagtga
gagacccaaa
cattccatgg
tgggtctcat
gtgccacctg
ccaccaaccc
ctatggagca
aggctaggca



LI

661
721
781
841
901
961

gatggtgcag
tgatcttctt
caagtgatcc
ttcttgatcg
ggccttctac
tgctgtggat

gcgatgagga
gaaaatttgc
tctcgttatt
tattrtette
ggaaggagtg
gttgacgatg

caattggaac
aggcctacca
gccgcaagta
aaatgtattt
cctgagtcta
gtcatttt

tcaccctagc tccagtgccg gtctgaaaga
gaaacggatg ggagtgcaaa tgcagcgatt
tcattgggat cttgcacttg atattgtgga
atcgtcgect taaatacggt ttgaaaagag
tgagggaaga gtatcggcag aacagcagag

56
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fit NS (completed) vadt¥ia 1238 A/Quail/Ayutthaya/CU-J2882/2009(H7N1))

LOCUS
DEFINITION

ACCESSION
VERSION
KEYWORDS
SOURCE
ORGANISM

REFERENCE
AUTHORS

TITLE
JOURNAL
REFERENCE
AUTHORS
TITLE
JOURNAL

FEATURES
source

gene

CDS

gene

CDS

BASE COUNT
ORIGIN

NS-J2882 855 bp mRNA linear 02-0CT-2010
Influenza A virus (A/Quail/Ayutthaya/CU-J2882/2009(H7N1)) segment 8
nonstructural protein 2 (NS2) gene, partial cds; and nonstructural
protein 1 (NS1) gene, partial cds.

Influenza A virus (A/Quail/Ayutthaya/CU-J2882/2009 (H7N1))
Influenza A virus (A/Quail/Ayutthaya/CU-J2882/2009(H7N1))
Unclassified.
1 (bases 1 to 855)
Wongphatcharachai,M., Thanawongnuwech,R., Suradhat,S.,
Tantilertchareon,R., Lapkuntod,J. and Amonsin,A.
Surveillance of influenza A viruses from Quail in Thailand
Unpublished
2 (bases 1 to 855)
Wongphatcharachai,M., Thanawongnuwech,R., Suradhat,S.,
Tantilertchareon,R., Lapkuntod,J. and Amonsin,A.
Direct Submission
Submigted (02-0CT-2010) Department of Veterinary Public Health,
Chulalongkorn University, Rama 4 Rd. Pathumwan, Bangkok 10330,
Thailand
Location/Qualifiers
859
/organism="Influenza A virus
(A/Quail/Ayutthaya/CU-J2882/2009 (H7N1))"
/mol_type="mRNA"
/strain="A/Quail /Ayutthaya/CU-J2882/2009 (H7N1)"
/serotype="H7N1"
/specific_host="quail"
/segment="NS"
/country="Thailand"
/note="Uthaithani province"
27...i855
/gene="NS2"
join(27..56,514..>855)
/gene="NS2"
/note=""[product=nonstructural protein 2]'"
/codon_start=1
/translation="MDSNTVSSFQYLLFQDILMRMSKMQLGSSSEDLNGMITQFESLK
LYRDSLGEAVMRMGDLHSLQSRNGKWREQLSQKFEEIRWLIEEVRHRLKITENSFEQI
TFMQALQLLLEVEQEIRTFSFH"
277 = 1K)
/gene="NS1"
+719
/gene="NS1"
/note=""'[product=nonstructural protein 1]'"
/codon_start=1
/translation="MDSNTVSSFQVDCFLWHVRKRFADQELGDAPFLDRLRRDQKSLR
GRGSTLGLDIETATRAGKQIVERILEEESDEALKMTIASVPASRYLTDMTLEEMSRDW
FMLMPKQKVAGSLCIRMDQAIMDKNIILKANFSVIFDRLETLILLRAFTEEGAIVGEI
SPLPSLPGHTDEDVKNAIGVLIGGLEWNDNTVRVSETLQRFAWRSSNEDGRPPLPPKQ
KRKMARTIESEV"
273 a 175 ¢ 211 g 196 t

1 gcgaaaggca gggtgacaaa aacataatgg actccaacac tgtgtcaagc tttcaggtag

61 actgctttct ttggcatgtc cgcaaacgat ttgcagacca agaactgggt gatgccccat
121 tccttgaccg gcttcgecga gatcagaagt ccctaagggg aagaggcagc actcttggtc
181 tggacatcga gacggctacc cgtgcgggaa agcagatagt ggagcggatt ctagaagaag
241 aatctgatga ggcacttaaa atgactittg cttcagtgcc ggcttcacgc tacctaactg
301 acatgactct tgaagagatg tcaagggact ggttcatgct catgcctaaa cagaaagtag
361 caggttccct ttgcatcaga atggaccagg caataatgga taaaaacatc atattgaaag
421 caaacttcag tgtgattttt gaccgactgg agaccctaat actacttaga gctttcacag
481 aagaaggagc aattgtggga gaaatctcac cgttaccttc tcttccagga catactgatg
541 aggatgtcaa aaatgcaatt ggggtcctca tcggaggact tgaatggaat gataacacag



L/

601
661
721
781
841

ttcgagtctc
ctceactcce
gaaataagat
gaécagataa
actttctcgt

tgaaactcta
tccaaagcag
ggctgattga
cgtttatgca
ttcac

cagagattcg
aaacggaaaa
agaagtgcga
agccttacaa

cttggagaag
tggcgagaac
catagattga
ctattgcttg

cagtaatgag
aattgagtca
aaatcacaga
aagtggagca

gatgggagac
gaagtttgaa
aaacagcttc
agagataaga

58






