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Abstract

Papillomavirus is a causative agent of wart and carcinoma with a variety of hosts. It is
known that L1 gene or capsid gene is post-transcriptional regulated via several controlling
elements which are widespread along the gene consensus. The aim of this research was to study
the efficiency of controlling element locating in late 3’UTR of genome of 7 papillomaviral types,
which were BPV-1, -3, -4, HPV-6, -11, -16 and -31 on regulation of gene expression. Using beta-
galactosidase reporter gene system, it was found that the late 3’UTR of all viral types contained at
least one controlling element which exerts inhibitory action in both transcriptional and
translational steps but at different levels. While HPV-16 and -31, high risk types, showed high
levels of transcriptional and translational regulations, at 80-90%, the remainders displayed lower
controlling levels, which was 60-80% at RNA production levels and 20-60% at protein production
levels. The study of controlling element position on BPV-3 genome revealed that the element has
position at 6887 bp upward, where more experiments are required to indicate the sequences and
exact position. Finally, the results from affinity chromatography demonstrated interaction between
a 79-nt HPV-16 element and several Hel.a cytoplasmic proteins, where their sizes were ranging
from 90 to 25 kDa. Based on the regulation activity on protein production, it is possible that some
binding proteins have function involving translation.
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