240324

gafy ausadanimun : nsAnmuleudiey Bluledeaerlawuszdrangudios
hmmuﬂnmuummmﬂqeﬁﬂmnunamﬂqa‘hmmuanmuum’lﬂ (COMPARISON OF
HBV RIBONUCLEASE H DOMAIN IN NAIVE AND DRUG RESISTANCE PATIENTS:
A PILOT STUDY) afitfinwinendwuiudn : urun.ns Tezinnl Tnuadiad, o
N Anenfinugson : f.umw.es o995, 33 i

i enfildFnmnloFasusniauiius Lﬂu 2 ﬁ}m Aaenguaumnefivasaulazanguil
;ﬂﬂfﬂlﬂﬂusﬂm ARG luﬁ%nuwuﬂrgmLﬁ"ﬂqmﬂﬂmnﬂuuwa‘f,ﬂ‘lw pvsatiaAala lauIn
uiTae|

({flasannlanairiseeulniindasaredhiafusnsuiiaziowlnfinefanmy
amstmaraslafaetledfimuadiuafaiy uasiinnsAnmade fuatrandreranalugonlsius
Qﬂmﬂmﬂﬂmumm’hmLﬂ‘ﬁ’lmluﬁwqu mwmqlugﬂwmﬂi‘lmmﬂﬂqv‘rﬁﬂmmu
uJﬂﬂuLLﬂawmﬁ‘ﬁﬂwuﬁnﬁ'@u'lumamLmuwmmu‘lﬁummLﬂmm'immummummﬂqam
m‘lu‘lmmmsu,ﬂuﬂeﬁuwuﬁnunqﬁﬁﬂm‘lﬂmgmu

ﬂ@fguum'lumamms‘ﬁnm'l.uﬁqu‘lﬁumﬁﬂL’ﬂm‘a'ﬂmmwmNﬂqzﬂqﬁ‘ﬂmumLm.l TR
ﬂ%‘gﬂﬂﬂuﬂﬂ’ﬂu anuannsuardayanenanadnasu mm'l.ﬂfjmmfwiuﬂmu \eAnmdnd
LﬂﬂﬂuLtﬂﬂwmwawuﬁﬂﬁuluehulﬂuwmaLﬂﬂLﬂ‘nTﬁLuuttﬁ"ﬂuLﬂﬂuumwmﬂw‘hi‘ﬁﬁ'
fanmuwanmﬁ‘?gﬂmuauﬂqugﬂfmhﬁ'WUﬂnmuumiﬂ

4

AFns@nun uﬂf:ﬂlqjmmu‘amauugmé’mqmﬂmmfamu@vnauqﬂw’lwamuanmun
wialil aldfumnanzideniiensamnisieruazamamsiaiugnesuludaulsiuiionfies
wrlamuLFaLWELsENd1NaeIngy

ufamsﬁnm aﬂaﬂm‘wum 37 8 udalugilon 24 mﬂwLﬁunau'l.qsaﬂuam,ﬂuum‘lﬂ
wazgilae 13 fmﬂﬂLﬂunauhmmmnmuumnmmsmﬂm uanmﬁugpu’lmmmnu Wudngl
m?Lﬂﬂﬂuuﬂmmmsuﬂwuqmsulumuiﬁummmma«n‘[mmulugﬂmm 2 nguuazliiianuy
uansneaeie a1 Ay nNana

mﬂuameﬁnm Li’immnmﬂwlum?ﬂnmummuuﬂﬂ wudnlaifi aauannaly
L?mn'u‘uJﬂﬂuuﬂﬂwmsmwuﬁnssu’l.uzﬁquiﬁnuq paegiatlawuszndnedilanlafasudniay
um‘lﬂLm.,:;;ﬂqa'lqmmmnmuumnmmsﬁam mmmm?msﬁm:mwummuqﬂwﬁmn?ﬁmﬁﬂ
futunanisAnnluaiail



240324

## 5174844030 : MAJOR MEDICINE (GASTROENTEROLOGY)

KEYWORDS: Ribonuclease H / Drug resistance / Hepatitis B virus
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DOMAIN IN NAIVE AND DRUG RESISTANCE PATIENTS : A PILOT STUDY. THESIS
ADVISOR : ASST. PROF. PIYAWAT KOMOLMIT, M.D., THESIS CO-ADVISOR :
PROF. YONG POOVORAWAN, M.D., 33 pp.

Background Nucleotide or nucleoside analog (NA) drug resistance has increasingly
become a problem in HBV treatment. Due to the similarity between HBV polymerase and
HIV-1 reverse transcriptase, knowledge obtained from HIV research might be applied to
HBV. A previous study has shown that HIV-1 Ribonuclease H (RNase H) mutation might
contribute to nucleoside reverse transcriptase inhibitor (NRTI) resistance. Therefore, we
hypothesize that it may be possible to have any mutation in the HBV RNase H domain of

HBV NA drug resistant patients.

Methods A one-year cross-sectional study was conducted in a single university
hospital. Serum samples were collected from naive and suspected HBV NA drug resistant
patients. To confirm HBV NA drug resistance, genotypic resistance testing was performed.

HBV genotype and RNase H domain were also sequenced and compared.

Results In total, 37 HBV-infected patients were finally analyzed. Of these, 24 were
considered sensitive to the drug and 13 resistant as determined by the genotypic
resistance method. Comparison between both groups showed that they had comparable

baseline characteristics and there was no particular mutation in the HBV RNase H domain.

Conclusion Possibly due to the small sample size, no significant mutation was found
in the HBV RNase H domain of either group of HBV-infected patients. Further research on a

larger patient group will be essential to confirm these initial findings





