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Abstract

More than 70% of the Earth’s surface cover with the seas, marine derived microbial natural
products have been largest and many unique microorganisms, which produce biological active
compounds to adapt to particular environmental conditions. For examples, antibiotics are
secondary metabolites of biosynthetic pathways in microorganisms. The aim of this study was to
screening of antibacterial activity from sponge-associated bacteria. A total of 197 isolates from
33 sponges collected from northern to western coast of Tao Island, Suratthani Province were
screened for antibacterial activity using disc diffusion agar assay. The result showed that 21
isolated bacteria(about 10.6%) exhibited antagonistic activity against the test bacteria, gram
positive bacteria, Bacillus subtilis, Staphylococcus aureus and gram negative bacteria, Vibrio
alginolyticus and/or Escherichia coli. Among them, 3 isolates, T55 H 1-6, T55 J 2-7, and T55 J
2-6 showed high antibacterial activity against to all test gram positive- and gram negative
bacteria. These isolates were identified as Pseudoalteromonas spp. and Pseudomonas sp.
respectively. In further study, culture supernatant and cell pellets were extracted with ethyl
acetate and mix solvents of methanol and chloroform (ratio 2:1) then both extracted fractions
were evaporated by Rotary vacuum evaporator. Only ethyl acetate extracts indicated the high
potential antibacterial activity from confirmed assay against test bacteria, B. subtilis, S. aureus
and V. alginolyticus. The results obtained in this study suggest that sponge-associated bacteria
may be an interesting source for discovery of antibacterial agents.



