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The aim of this thesis was to apply Microsoft Access XP and Visual Basic 6.0 in
constructing a programme for identification of those 31 genera based on Bergey’s Manual of
Determinative Bacteriology and Bergey’s Manual of Systematic Bacteriology. This programme,
namely FBIdent v.1.0, consisted of bacterial morphology, biochemical characteristics and guides
for identification methods as well as selection of appropriated culture media and reagent
preparation. To facilitate the identification procedure and make the software free accessible for
small labs, 31 genera of bacteria important in food industry, i.e. Campylobacter, Helicobacter,
Pseudomonas, Alteromonas, Vibrio, Aeromonas, Enterobacter, Citrobacter, Edwardsiella,
Erwinia, Escherichz:a, Hafnia, Klebsiella, Morganella, Plesiomonas, Proteus, Providencia,
Salmonella, Serratia, Yersinia, Staphylococcus, Pedibcoccus, Enterococcus, Leuconostoc,
Streptococcus, Lactococcus, Clostridium, Bacillus, Listeria, brochothrix Wag Lactobacillus, were
compiled.

Fourteen strains of gram negative bacteria and nine strains of gram positive bacteria
which appears in the program were selected to study morphology and biochemical tests. The
results from all test when compared to when suggest in the program were match. Photographs

taken from the results were put into this program in order to make program more complete.





