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ABSTRACT

The most effective way to prevent influenza A H5N1 from the outbreak is to use vaccine.
The strain from the early years of the outbreak has been used to produce vaccine and still in the
trial period. The problem is while researchers try to produce vaccine based on those strains, the
virus keeps on mutating. To know whether the antibody produced by human body after vaccine
stimulated is working against mutated virus is therefore important. We investigated on the affinity of
antibody against H5N1 to know if there is any loss in the activity after points mutation occurred on
virus hemagglutinin by using molecular modeling approach. We found that although some

mutations could cause the negative effect but till now none of such mutations have been observed.
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