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ANNgnuaInsnasnasljarusuazsluuunisaasn

P. aeruginosa 41U 101 isolates wudnd@anndainishesUjiouzuanaaianianiu
(multidrug resistance, MDR) Tmﬂlﬁﬂvmﬁ'ﬁﬂﬁiﬂ kanamycin, neomycin, spectinomycin, tetracycline,
erythromycin, chloramphenicol Waz trimethoprim (317 2) Angtluuunishssvianum 14 suuuy) 1519

il 4 TaagUunufinuniniigaia CAR, PIP,CEF, ATM, AMK, GEN, KAN, NEO, STR, SPC, CIP, TET, ERY,
CHP,TRI (78.8%) UaAAIAIAIIINT 4
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gﬂw 2 ﬂﬁli’m’]‘imﬂmﬂﬂ’]ﬂg‘mumm P, aeruginosa Lmﬂimmn@ﬂ’m (n=101) ATM, aztreonam; AMK, amikacin:
CAR, carbenicillin; PIP, piperacillin; CEF, ceftaxidime; GEN, gentamicin; KAN, kanamycin: NEO, neomycin; STR,
streptomycin; SPC, spectinomycin; CIP, ciprofloxacin; TET, tetracyciine; ERY, erythromycin; CHP,

chloramphenicol; TRI, trimethroprim
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] v
m1919% 4 pluuunisaesjiauzaas Pseudomonas aeruginosa (n=101)

Antibiotic resistance pattern No. of isolates (%)

KAN, NEO, STR, SPCTET, ERY, CHP,TRI 1(1)
ATM, KAN, NEO, STR, SPC, CIP, TET, ERY, CHP,TRI 1(1)
GEN, KAN, NEO, STR, SPC, CIP, TET, ERY, CHP,TRI 1(1)
AMK, KAN, NEO, STR, SPC, CIP, TET, ERY, CHP.,TRI 2(2)
CEF, ATM, GEN, KAN, NEO, STR, SPC, CIP, TET, ERY, CHP,TRI 1(1)
CAR, PIP, ATM, GEN, KAN, NEO, STR, SPC, CIP, TET, ERY, CHP_TRI 1(1)
CAR, CEF, ATM, GEN, KAN, NEO, STR, SPC, CIP, TET, ERY, CHP.TR| 1(1)
CAR, PIP, ATM, AMK, KAN, NEO, STR, SPC, CIP, TET, ERY, CHP,TRI 1(1)
CAR, ATM, AMK, GEN, KAN, NEO, STR, SPC, CIP, TET, ERY, CHP,TRI 1(1)
CAR, PIP.CEF, ATM, GEN, KAN, NEO, STR, SPC, CIP, TET, ERY, CHP,TRI 2(2)
CAR, CEF, ATM, AMK, GEN, KAN, NEO, STR, SPC, CIP, TET, ERY, CHP,TRI 2(2)
CAR, PIP,CEF, ATM, AMK, GEN, KAN, NEO, SPC, CIP, TET, ERY, CHP, TR 1(1)
CAR, PIP, ATM, AMK, GEN, KAN, NEO, STR, SPC, CIP, TET, ERY, CHP,TRI 7(7.1)
CAR, PIP.CEF, ATM, AMK, GEN, KAN, NEO, STR, SPC, CIP, TET, ERY, CHP.TRI 78 (78.8)

CAR, carbenicillin; PIP, piperacillin; CEF, ceftaxidime; ATM, aztreonam: AMK, amikacin; GEN, gentamicin;
KAN, kanamycin: NEO, neomycin; STR, streptomycin; SPC, spectinomycin; CIP, ciprofloxacin; TET,

tetracycline; ERY, erythromycin; CHP, chloramphenicol; TRI, trimethroprim

41U A. baumannii Wawua 176 isolates wurjmnL%@ﬁnﬁ?ﬁy@ﬁamﬂﬁ%qu:umwﬁﬁmw?@urTu
'évm'm’]?%ﬂm amikacin, aztreonam, carbenicillin, ceftaxidime, chloramphenicol, ciprofloxacin,
erythromycin, gentamicin, kanamycin, neomycin, piperacillin, streptomycin WA tetracycline R
88.64%, 97.16%, 86.36%, 90.90%, 99.43%, 94.32%, 97.16%, 94.32%, 95.59%, 92.04%, 95.45%,
97.15% WAL 94.89% ANANGL UATTERIN1TREEN spectinomycin Uag trimethroprim Wiy 100% (g1
7i3) ﬂ#ngﬂLmum?%@m%’\mum 30 guluuy (A4 5) Tmﬂgﬂl,l,uu*‘?{wumnﬁzgmﬁﬂ AMK- ATM-CAR-Ce-
CHP-CIP-ERY-GEN-KAN-NEO-PIP-SPC-STR-TET-TRI (81.2%)
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qU# 3 dnsnsRaresfiouzaes A baumanni uenléinngae (n =176) ATM, aztreonam; AMK,
amikacin; CAR, carbenicilli_n; PIP, piperacillin; CEF, ceftaxidime; GEN, gentamicin; KAN, kanamycin: NEO,

neomycin; STR, streptomycin; SPC, spectinomycin; CIP, ciprofloxacin; TET, tetracycline; ERY, erythromycin;

CHP, chloramphenicol; TRI, trimethroprim



A9 5 gUununishiesnUfTouzaes A. baumannii (n=176)
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Antibiotic resistance

No. of isolates (%)

ATM, CEF, CHP, SPC, TET, TRI

ATM, CHP, ERY, SPC, STR, TRI

AMK, ATM, CHP, KAN, SPC, STR, TRI

ATM, CEF, CHP, ERY, SPC, STR, TR

ATM, CEF, CHP, CIP, ERY, KAN, SPC, TRI

ATM, CEF, CHP, CIP, ERY, SPC, STR, TRI

ATM, CHP, ERY, KAN, PIP, SPC, STR, TET, TRI

ATM, CAR, CEF, CHP, CIP, PIP, SPC, STR, TET, TRI

AMK, ATM, CHP,‘CIP,\GEN. KAN, NEO, PIP, SPC, STR, TRI

ATM, CHP, CIP, ERY, GEN, KAN, PIP, SPC, STR, TET, TRI

CEF, CHP, CIP, ERY, GEN, KAN, PIP, SPC, STR, TET, TRI

CEF, CHP, ERY, GEN, KAN, NEO, PIP, SPC, STR, TET, TRI

AMK, ATM, CHP, CIP, ERY, GEN, KAN, NEO, PIP, SPC, TET, TRI

AMK, CEF, CHP, CIP, ERY, GEN, KAN, NEO, SPC, STR, TET, TRI

ATM, CAR, CEF, CHP, CIP, ERY, GEN, PIP, SPC, STR, TET, TRI

ATM, CAR, CEF, CHP, CIP, ERY, KAN, NEO, PIP, SPC, STR, TRI

ATM, CEF, CHP, ERY, GEN, KAN, NEO, PIP, SPC, STR, TET, TRI

CEF, CHP, CIP, ERY, GEN, KAN, NEO, PIP, SPC, STR, TET, TR

AMK, ATM, CAR, CEF, CHP, CIP, GEN, KAN, NEO, PIP, SPC, STR, TRI
AMK, CEF, CHP, CIP, ERY, GEN, KAN, NEO, PIP, SPC, STR, TET, TRI
ATM, CEF, CHP, CIP, ERY, GEN, KAN, NEO, PIP, SPC, STR, TET, TRI

ATM, CAR, CEF, CHP, CIP, ERY, GEN, KAN, PIP, SPC, STR, TET, TRI

AMK, ATM, CAR, CEF, CHP, CIP, ERY, GEN, KAN, PIP, SPC, STR, TET, TRI
AMK, ATM, CAR, CEF, CHP, CIP, ERY, GEN, KAN, NEO, PIP, SPC, TET, TRI
AMK, ATM, CAR, CEF, CHP, CIP, ERY, GEN, KAN, PIP, SPC, STR, TET, TRI
AMK, ATM, CAR, CEF, CHP, CIP, ERY, KAN, NEO, PIP, SPC, STR, TET, TRI
AMK, ATM, CAR, CEF, CIP, ERY, GEN, KAN, NEO, PIP, SPC, STR, TET, TRI
AMK, ATM, CEF, CHP, CIP, ERY, GEN, KAN, NEO, PIP, SPC, STR, TET, TRl
ATM, CAR, CEF, CHP, CIP, ERY, GEN, KAN, NEO, PIP, SPC, STR, TET. TRI
AMK, ATM, CAR, CEF, CHP, CIP, ERY, GEN, KAN, NEO, PIP, SPC, STR., TET, TRI

1(0.57)
1(0.57)
1(0.57)
1(0.57)
1(0.57)
1(0.57)
1(0.57)
1(0.57)
1(0.57)
1(0.57)
1(0.57)
1(0.57)
1(0.57)
1(0.57)
1(0.57)
1(0.57)
3(1.7)

1(0.57)
1(0.57)
1(0.57)
1(0.57)
1(0.57)
1(0.57)
1(0.57)
1(0.57)
1(0.57)
1(0.57)
3(1.7)

1(0.57)

143 (81.2)




17

Class 1 integrons

1 P. aeruginosa wusiu inti1 luideas1uau 96 isolates (95.04%) walinwugiu inti2 uaz inti3 34
dethd@eRwuy intl1 uaRzaavIdan 3'CS NuRy qacEA1 faiu sul1 (qacEA1-sull fusion gene)
§uau Bdisolates AauEiu gacEAT viedu sur wuludes uan  Buar lisolates ANNENEY NUEET
i gene cassettes U variable region v:“wum 70isolates 1agl gene cassette array ﬁwumnﬁqﬂﬁﬂ

aadB-cmlA-aadA1 WATAR integron profiles (IPs) 15\’12§ﬂLLUU (m1919% 6) Taeldaunmaas variable

regions UATAUIULRN integrons AilFaNMIsNAIUKIEmATlA PCR (3117 4)
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31.]17'\ 4 Integron profiles of class 1 integrons in P.aeruginosa

M, molecular weight marker; lane 1-12, IPI-XII, respectively

&30 A. baumannii wuiiu int!1 Lwdeanuau 69 isolates (39.20%) ustliwueiu intl2 uax int/3
ANEaTRNUEL int/1 WUTN 1@B411L 24 isolates (34.78%) H class 1 integrons Wi liH variable regions
{as@aa 1w 34 isolates (49.27%) i variable regions 4@ integron profiles (IPs) ANNTUIALATATUIU

984 variable regions 1dManua 8 JUuLL(R19197 7 wazgili 5)
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gﬂ‘ﬁ 5 Integron profiles of class 1 integrons in A. baumannii

M, molecular weight marker; lane 1-6, IPI-VI, respectively

ANHNAHNNTDLUNITaNENAA class 1 integrons
AAUNINNINAREY NIN1TANA plasmid Watiududn P. aeruginosa 91U 70 isolates WAy

al

A. baumannii 17”1'\'3 42 isolates 17;14 resistance gene cassette Tu class 1 integrons i plasmid uae E. coli
MG1655rif’ 1Tl plasmid

up aeruginosa mnﬁﬂmm%ﬂﬁwu resistance gene cassette Tu class 1 integrons V‘yfwuﬂ 70
isolates GiaRANNIMARALNNIINEMAAWLTN class 1 integrons @xnsanemenlls £. coli MG1655rif”
1&feauA 1 isolate Ingnflunisdnemandildlden streptomycin lun1sda@en transconjugant A KT
class 1integrons Wa% gene cassette wilau P. aeruginosa Al tnednaglu 1P i XI aadB-cmiA-
aadA1 34il resistance pattern 8 CHP, CIP, ERY, GEN, KAN, NEO, SPC, STR, TET, TRI

d WS A. baumannii Wnniisaafsiiidend A. baumannii Snuan 42isolates il class 1
integrons 1usin i #d9aINn1991 conjugation wdanLid A. baumannii 1 transconjugants iy E.coli
finasia rifampicin WAy streptomycin dlannasaiia plasmid w11 transconjugants nsiai plasmid

uaz wun13LsINgea class 1 integrons T transconjugants 6 59 Toun



A19199 8 class 1 integrons W Acinetobacter fanursannananuuurane Ul E.coli

ABO001

ABO05

AB009

AB028

ABO50

AB123

aacC1-orfX-orfY-aadA1
aacC1-orfX-orfY-aadA1

aacCf1-orfX-orfY-aadA1

aacC1-orfX-orfY-aadA1;

aaCA4-catB8-aadA1

4
aacC1-orfX-orf¥-aadA1;

dfrA12-orf-aadA2

aacC1-orfX-orfY-aadA1

AMK, ATM, CAR, CEF, CHP, CIP, ERY, GEN, KAN, NEO, PIP,
SPC, STR, TET, TRI

AMK, ATM, CAR, CEF, CHP, CIP, ERY, GEN, KAN, NEO, PIP,

SPC, STR, TET, TR

AMK, ATM, CAR, CEF, CHP, CIP, ERY, GEN, KAN, NEO, PIP,

SPC, STR, TET, TR

AMK, ATM, CAR, CEF, CHP, CIP, ERY, GEN, KAN, NEO, PIP,

SPC, STR, TET, TR

AMK, ATM, CAR, CEF, CHP, CIP, ERY, GEN, KAN, NEO, PIP,

SPC, STR, TET, TR

AMK, ATM, CAR, CEF, CHP, CIP, ERY, GEN, KAN, NEO, PIP,

SPC, STR, TET, TR
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