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Project title Characterization of integrons in Pseudomonas

aeruginosa and Acinetobacter baumannii

Name of Investigators Rungtip Chuanchuen
Chanwit Tripuddharat
Year August 2010
Abstract

‘ 245509

Class 1 integroﬁs were characterized in Pseudomonas aeruginosa (n=101) and
Acinetobacter baumannii (n=176) isolated from patients in hospitals. All the bacterial
isolates were multidrug resistant. Ninety-six isolates (95%) of P. aeruginosa were
positive to the int/] gene. Among these isolates, seventy isolates (73%) carried gene
cassettes. Integron profiles were defined into 12 patterns of which the most common
one was aadB-cmlA-aadAl. Only one isolate could horizontally transfer its class 1
intgerons. Sixty-nine isolates (39%) of 4. baumdnnii harbored the int/] gene. Forty-
two isolates (61%) were found to carry gene cassettes. They were arranged into 8
integron profiles of which the most commonly identified was dfrdl-orfC. Six A.

baumannii contained class 1 integrons on cojugative plasmid. None of the strains

tested carried class 2 or 3 integrons.
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Acinetobacter

absorbance at 540 nm
absorbance at 600 nm

amikacin

ampicillin

azetronam

B-Iactamase encoding gene
base pair(s)

carbenicillin

degree(s) Celcius

ceftaxidime

chloramphenicol

ciprofloxacin

centimeter(s)

Dalton(s)

deoxyribonucleic acid(s)
deoxyribonucleoside triphosphate(s)
Escherichia

ethylenediamine tetraacetic acid
efflux pump inhibitors
Erythromycin

gentamicin

hour(s)

kilobase(s) or 1000 bp
kilodalton(s)

kanamycin

kanamyecin

liter(s)

Luria-Bertani medium
Luria-Bertani medium containing 100 pg/ml ampicillin

megabasepairs



mM
MDR
mg
MIC
min
ml
NEO
ng

nm

PCR
PIP

RT

sec
SPC
STR
TET
TRI

L
M
Hg

viv

molar

millimolar

multidrug resistance
milligram(s)

minimal inhibitory concentrations
minute(s)

milliliter(s)

neomycin
nanogram(s)
nanometer(s);
Pseudomonas
polymerase chain reaction
piperacillin
resistance/resistant
room temperature
sensitive/susceptitle
seconds
spectinomycin
streptomycin
tetracycline
trimethroprim

unit(s)

microliter
micromolar
microgram(s)
volume by volume

wild-type
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