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Dengue disease is the arboviral-disease that can Be found in tropical regions of the world,
especially Thailand. It can be transmitted by the bites of the infected Aedes Aegypti. The
transmission of dengue virus is studied by formulating a mathematical model which can
be modified to describe the transmission of the disease by considering the age structure
and serotypes. We have reformulated the mathematical model probosed by Esteva and
Vargas (1998) which contains no age structure. We add the age structure and serotypes
which would make the model more appropriated. We obtain the conditions required of the
parameters for the discase free and endemic equilibrium points to be local asymptotically

stable. Numerical solutions are obtained to support the theoretical predictions.





